10
1,683

Folmer et al. (1994) universal cox1 forward primer

1,693

30
1,703
Msel (29)

40

1,713

1,723

60
1,733

70
1,743

80
1,753

90
1,763

100
1,773

cox1
Oryctes rhinoceros mitochondrial genome - cox1 PCRProduct G G A G G T T T C G G A A A T T G A C T T G T T CCATTAATACTTSGGAGT CCCCAGATATAGC CATTT CACGAATAAATAACATAAGATTTTOGCGACTTOCTTOCCTOCCCTOCTTTGACTO CTACTTOCTAGTCA
Frame 1 66 G F G N W RISV P e G A P D M A F P R oM N N VR F W s P P S  EmmmmE T NS A
Complement ccTrT CcCcCcCAAAGCCTTTAACTGAACAAGGTAAT, TATGAACCTO CGGGGTOCTATATT< CGTAAA G T &eCcT1TTATTTATTGTATTOCTAAAACTG GAAGAAGGAGGGAGAAACTGAGATG GAAGATOCGT

120 130 140 150 160 170 180 190 200 210 220 230
1793 1,803 1813 1823 1833 1,843 1853 1,863 1873 1,883 1,893 1,903
Diagnostic Msel recognition cut site
[
=
@) Diagnostic SNP (A>G)

cox1
Oryctes rhinoceros mitochondrial genome - cox1 PCRProduct G A A G A C T A G T A G AA A ACGGTGCAGGAACTGGTTGCAACAGTATATOCOC CT c ccT CTOCT CAAATATTGCCCATAGAGGAGCATTC CAGTAGACTTAGCAATTTT G ACTTCATOCTTGCOCG G
Frame 1 S S mImDmImT Vo mmESS N G A G T G W T Y P P mmmpmmm S A N oo A H S G A S LV D mmmmms A Do F S mmmDmmm H o mmmmw o A G
Complement crrrr cT1mTG&ecATCATCTTTTS GOCCACGTOCCTTGACCAACTTSGTTCATATA G G GG A GAGA G T T TATAACGGGTATOCTOCCTOCGTAGTO CATCOCTOGAATO CGTTAAAA cC T GAAGTAGAACSGG GT<CC

240 250 260 270 280 290 300 310 320 330 340 350
1,913 1,923 1,933 1,943 1,953 1,963 1,973 1,983 1,993 2,003 2,013 2,023
Msel (282)

cox1
Oryctes rhinoceros mitochondrial genome - cox1 PCRProduct A A T T T C A C AATTCTAGGS GG GO CTGTAAA T TCATTACTACTGTAATTAATATACGATC CAACCGGAATAACATTTGATTCGTACTT CCCCTATTTGTCT G c T GT CATACTAACCGT<CTAT C
Frame 1 INEENEE S S 1w 6 A LNV N F HEEEE T T ooV N DM R S T OG0 v T F D = R T P mEmmEE F mmvams W S T A
Complement T T A A A G G T T AAGATOCCCCGACATTT AAAGTAATSGATGACATTAAT,TATATS GO CT A T T 66 G66CCTTATTOGTAAACTAGCAT GAGGGGATAAACAGACTAGACAGTATGATTGGOCGAT AAG

360 370 380 390 400 410 420 430 440 450 460 470
2,033 2,043 2,053 2,063 2,073 2,083 2,093 2,103 2,113 2,123 2,133 2,143
Msel (420)

cox1
Oryctes rhinoceros mitochondrial genome - cox1 PCRProduct C T T ¢ T T C T A C T G T ¢ C T T ACCTGTTCTAGCCGSGTOGCAATTACCATACTTCTAACAGACCG GAAATATTAATAT CAT T T T T 66A T CCAGCAGGAGGAGGAGATC CCAATTTTATATCAAC
Frame 1 P S Bl P Ve A G A D T pavemmsmpessssmpesess T 00D R N o N T S F F Do p A G G G D P Imlmommmpesm Y Qo
Complement G AAGAAGATGACAGGAATGGACAAGAT CGGGCCACGTTAATGGTATGAAGATTOGGTOCTOGGGCTTTATAAT.T ATGCT A A AAACTAGGTOCGTOCCTOCCTOCCTOC CTAGGTTAAAATATAGT TG

480 490 500 510 520 524
2,153 2,163 2,173 2,183 2,193 2,197
Msel (512)

Oryctes rhinoceros mitochondrial genome - cox1 PCRProduct A C ¢ T A T T C T ¢ AT T T T T T G GG A C ACCCAGAGGTATATAT T T T AATTCTATCTCTG G
Frame 1 B R F w F F G H P e v Y v 0 L P
Complement T GGG A TAAGACTAAAAAACCTGTGGGTCTCCATATATAAAAT,TAAGATGAGATCC




