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Figure S3:
Molecular context of class I-IV variants in the three subgroups.
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a) Class I variants 
cell membrane	CHD (n=23)	DCM (n=32)	iVT (n=37)	0	0	0	cytoskeleton	CHD (n=23)	DCM (n=32)	iVT (n=37)	0	0	0.13513513513513514	intercalated disc	CHD (n=23)	DCM (n=32)	iVT (n=37)	0	9.375E-2	8.1081081081081086E-2	ion flux	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.13043478260869565	6.25E-2	0.1891891891891892	metabolism	CHD (n=23)	DCM (n=32)	iVT (n=37)	8.6956521739130432E-2	0	5.4054054054054057E-2	nucleus	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.13043478260869565	6.25E-2	8.1081081081081086E-2	sarcomere	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.21739130434782608	0.1875	0.16216216216216217	b) Class II variants
cell membrane	CHD (n=23)	DCM (n=32)	iVT (n=37)	4.3478260869565216E-2	9.375E-2	0.10810810810810811	cytoskeleton	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.13043478260869565	0.125	0.21621621621621623	intercalated disc	CHD (n=23)	DCM (n=32)	iVT (n=37)	4.3478260869565216E-2	3.125E-2	0.13513513513513514	ion flux	CHD (n=23)	DCM (n=32)	iVT (n=37)	8.6956521739130432E-2	9.375E-2	5.4054054054054057E-2	metabolism	CHD (n=23)	DCM (n=32)	iVT (n=37)	4.3478260869565216E-2	3.125E-2	0.13513513513513514	nucleus	CHD (n=23)	DCM (n=32)	iVT (n=37)	0	3.125E-2	5.4054054054054057E-2	sarcomere	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.43478260869565216	0.71875	0.48648648648648651	c) Class III variants
cell membrane	CHD (n=23)	DCM (n=32)	iVT (n=37)	8.6956521739130432E-2	0.21875	8.1081081081081086E-2	cytoskeleton	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.34782608695652173	0.21875	0.32432432432432434	intercalated disc	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.21739130434782608	0.21875	0.24324324324324326	ion flux	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.21739130434782608	0.40625	0.21621621621621623	metabolism	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.47826086956521741	0.1875	0.29729729729729731	nucleus	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.34782608695652173	0.3125	0.43243243243243246	sarcomere	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.82608695652173914	1	0.83783783783783783	d) Class IV variants
cell membrane	CHD (n=23)	DCM (n=32)	iVT (n=37)	0	3.125E-2	2.7027027027027029E-2	cytoskeleton	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.43478260869565216	0.46875	0.35135135135135137	intercalated disc	CHD (n=23)	DCM (n=32)	iVT (n=37)	8.6956521739130432E-2	3.125E-2	5.4054054054054057E-2	ion flux	CHD (n=23)	DCM (n=32)	iVT (n=37)	0	0	5.4054054054054057E-2	metabolism	CHD (n=23)	DCM (n=32)	iVT (n=37)	0	3.125E-2	2.7027027027027029E-2	nucleus	CHD (n=23)	DCM (n=32)	iVT (n=37)	4.3478260869565216E-2	3.125E-2	0	sarcomere	CHD (n=23)	DCM (n=32)	iVT (n=37)	0.34782608695652173	0.28125	0.21621621621621623	