
 
Fig. S5 Expression pattern of 6 genes by RNA-seq and qRT-PCR. FPKM: fragments 

per kilobase of transcript per million mapped reads; AMY: amylase; AGPase: adenosine 

diphosphoglucose pyrophosphorylase; SEB: starch branching enzyme; SPS: sucrose 

phosphate synthase; INV: invertase; SuSy: sucrose synthase 
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