	Targets
	Primers/Probes
	Amplicon Length (bp)
	Annealing Temperature (˚C)

	16S rRNA (1)
	Forward: 5’- TC  CTA CGG GAG GCA GCA GT-3’
Reverse: 5’- GG ACT ACC AGG GTA TCT AAT CCT GTT-3’
Probe: 5’-/FAM/-CG TAT TAC CGC GGC TGC TGG CAC-/BHQ_1/-3’
	466 bp
	56

	T3
	Forward: 5’- CCA ACG AGG GTA AAG TGA TAG-3’
Reverse: 5’- CGA CGA TAG CGA ATA GGA TAA G-3’
Probe: 5’-/HEX/-CC AAC AAC ATC TCT CGC GCA TT-/BHQ_2/-3’
	351 bp

	56

	T4 (2)
	Forward: 5’-CCA CAA CTA ACC GAG GAA GTA A-3’
Reverse: 5’-TGC GAT ATG CTA TGG GTC TTG-3’
Probe: 5’-/FAM/-TGC TCC ATC AGA GGA AGA ATG CGA-/BHQ_1/-3’
	107 bp
	56

	PhiX174
	Forward: 5’-GGG ATA CCC TCG CTT TCC TG-3’
Reverse: 5’-CAA AGA CGA GCG CCT TTA CG-3’
Probe: 5’-/HEX/-TAC GTG CGG AAG GAG TGA TGT AAT G-/BHQ_2/-3’
	353 bp
	56

	HS2
	Forward: 5’-GGT TGA TGA AAA GTC ACT-3’
Reverse: 5’-CGG GGC AGA TCT AAA TGA-3’
Probe: 5’-/HEX/-TTT AGT CAT TGG CGT ATT GCT TAA C-/BHQ_2/-3’
	300 bp
	57

	HM1
	Forward: 5’-CGT CTG CAG TAG ATT GGG CA-3’
Reverse: 5’-AGA TGG GGT GTT GGA GGA AAG-3’
Probe: 5’-/FAM/-CAA GAA CAG GAC TTG CCA GAA GTG T-/BHQ_1/-3’
	216 bp
	56

	ICMB5
	Forward: 5’-ATC CGA TCC GCC GAA GTA AC-3’
Reverse: 5’-AAA CGC TCC GTT CTT CTC GT-3’
Probe: 5’-/HEX/-AAG GTG TAA CCG CTG GTC GGC ATA A-/BHQ_2/-3’
	275 bp
	56
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