
 

 

 

 

 

 

 

 

Supplementary Figure S1: Standardization of multiplex PCR Amplification of MRSA 

isolates with genus specific primers (16S rRNA, 597bp); femA (450bp) and mecA gene 

(293bp) 

  



 

Supplementary Figure S2: Phylogenetic tree constructed based on antimicrobial resistant 

genes (ARGs) 

 

 

 

Supplementary Figure S3: Phylogenetic tree constructed based on viulence genes 


