Table S4 The results of transcriptome assembly completeness by BUSCO v4.1.2
	
	Complete BUSCOs (C)
	Complete and single-copy BUSCOs (S)
	Complete and duplicated BUSCOs (D)
	Fragmented BUSCOs (F)

	
	1808(77.7%)
	1745(75.0%)
	63(2.7%)
	185(8.0%)



