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Sensitivity matrix, dllckal
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Compensation matrix, d1llckal
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Sensitivity matrix, d1ntxa
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Compensation matrix, d1ntxa
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Sensitivity matrix, d1fxla2

A g0/ B I C 1.001
le+014
609
S
204
1>
_ % 1e+00 1 0.99 4
9 204
5 5
Q 04 le+01l = i
2 te+00 & 1e-01 x
< 80 le-01 g
S ie-gg (7] 0.98
3 801 ¢ 1e-02
S
40{2
g
20 1e-03 1
0.97 1
0- T T T T T T T T T T T T T T
0 20 40 60 80 D gl o> L0 Lo 50 100 150 200
\/e’gxe’ex,e’()\/e"o e"g
site j (mutation) analytical mutations per site

Influence and sensitivity profiles, d1fxla2

>

054,
0348
ket
1‘? =}
S 0145 5
- E
= 0.5
S E
— 0310 n
n s
E
0.11®
T T T T T T T T 0.7 T T T T
0 20 40 60 80 0.1 0.3 0.5 50 100 150 200
site j (mutated) analytical mutations per site
D 104, E 10 F 1.0001
(=}
0318 R =0.999 /
Zz |z 0.9751
2 g c .
= 0113 S
= = 0.31
7] K 2
g 10 2 0.950
[z © =
~ ] @
@ 0315 0.1
] 0.925 1
0113
0 20 40 60 8 01 03 10 50 100 150 200
site i (response) analytical mutations per site



Compensation matrix, d1fxla2
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Sensitivity matrix, d1bxva
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Compensation matrix, d1bxva
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Sensitivity matrix, d2acya
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Compensation matrix, d2acya
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Sensitivity matrix, dlhmta
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Compensation matrix, dlhmta
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Sensitivity matrix, d1a4fb
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Compensation matrix, d1a4fb
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Sensitivity matrix, dlmcta
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Compensation matrix, dlmcta
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Sensitivity matrix, d2I8ma
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Compensation matrix, d2I8ma
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