	ID
	Alignment start-end
	Envelope start-end
	hmm acc
	hmm name
	E-value

	CsTPS1
	54-539
	53-540
	PF00982.21
	Glyco_transf_20
	3.2e-181

	
	589-823
	589-824
	PF02358.16
	Trehalose_PPase
	1.0e-75

	CsTPS2
	34-491
	21-492
	PF00982.21
	Glyco_transf_20
	2.7e-185

	
	549-751
	537-765
	PF02358.16
	Trehalose_PPase
	2.4e-55

	CsTPS3
	63-546
	62-548
	PF00982.21
	Glyco_transf_20
	5.6e-185

	
	597-829
	597-830
	PF02358.16
	Trehalose_PPase
	1.7e-77
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	724-797
	669-803
	PF08282.12
	Hydrolase_3
	1.2e-05

	CsTPS4
	95-560
	94-561
	PF00982.21
	Glyco_transf_20
	3.7e-188

	
	618-814
	606-834
	PF02358.16
	Trehalose_PPase
	5.2e-54

	CsTPS5
	59-544
	58-545
	PF00982.21
	Glyco_transf_20
	9.8e-186

	
	594-829
	594-829
	PF02358.16
	Trehalose_PPase
	6.1e-78

	
	723-793
	695-799
	PF08282.12
	Hydrolase_3
	2.8e-08

	CsTPS6
	60-543
	59-544
	PF00982.21
	Glyco_transf_20
	1.4e-180

	
	593-827
	593-828
	PF02358.16
	Trehalose_PPase
	7.6e-75

	
	721-802
	714-819
	PF08282.12
	Hydrolase_3
	1.7e-05

	CsTPS7
	175-658
	174-659
	PF00982.21
	Glyco_transf_20
	3.8e-180

	
	708-942
	708-943
	PF02358.16
	Trehalose_PPase
	2.7e-73
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