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The results of enrichment analysis

1 GO analysis
In GO analysis, each biological process, cellular component and molecular function category(category contains specific terms of enrichment analysis) is represented by a red, blue and green bar, repectively. The height of the bar represents the number of IDs in the user list and also in the category. 
[image: /Users/heshiwei/Documents/研究生/项目/华法林生物信息学/自行处理/201906R+Genomestudio/通路分析【20190710完整版】/图片汇总/GO Biology process/goslim_summary_wg_result1562759119.png]1.1 Terms of GO-Biology Process 
1.1.1 Bar chart:10 biological process terms were significantly enriched
[image: 图片汇总/GO%20Biology%20process/wg_bar.png]
1.1.2 Volcanoplot:10 biological process terms were significantly marked


[image: 图片汇总/GO%20Biology%20process/volcanoplot.png]
X axis: log2 of enrichment ratio;
Y axis: -log10 of FDR;
Dot shade: overlap value;
Figure captions: 10 terms were significantly marked.


1.1.3 Directed acyclic graph of the GO analysis
[image: /Users/heshiwei/Documents/研究生/项目/华法林生物信息学/自行处理/201906R+Genomestudio/通路分析【20190710完整版】/图片汇总/GO Biology process/wg_dag.png]

1.2 Terms of GO-Cell Component


1.2.1 Bar chart:10 cell components terms were significantly enriched
[image: 图片汇总/GO%20Component/wg_bar.png] 
1.2.2 Volcanoplot:10 cell components terms were significantly marked




[image: 图片汇总/GO%20Component/volcanoplot%20.png]X axis: log2 of enrichment ratio;
Y axis: -log10 of FDR;
Dot shade: overlap value;
Figure captions: 10 terms were significantly marked.

1.2.3 Directed acyclic graph of the GO analysis
[image: 图片汇总/GO%20Component/wg_dag.png]
1.3 Terms of GO-molecular function
1.3.1 Bar chart:10 molecular function terms were significantly enriched
[image: 图片汇总/GO%20Biology%20Function/wg_bar%20.png]
1.3.2 Volcanoplot:10 molecular function terms were significantly marked
[image: 图片汇总/GO%20Biology%20Function/volcanoplot.png]

X axis: log2 of enrichment ratio;
Y axis: -log10 of FDR;
Dot shade: overlap value;
Figure captions: 10 terms were significantly marked.


[image: 图片汇总/GO%20Biology%20Function/wg_dag.png]1.3.3 Directed acyclic graph of the GO analysis 


2 KEGG



2.1 Bar chart:10 terms were significantly enriched
[image: 图片汇总/KEGG/wg_bar.png]

2.2 Volcanoplot:10 terms were significantly marked


[image: 图片汇总/KEGG/volcanoplot.png]

X axis: log2 of enrichment ratio;
Y axis: -log10 of FDR;
Dot shade: overlap value;
Figure captions: 10 terms were significantly marked.


3 Drug Database:Drugbank
3.1 Bar chart:10 terms were significantly enriched
[image: 图片汇总/drug-DrugBank/wg_bar%20(1).png]
3.2 Volcanoplot:10 terms were significantly marked

[image: 图片汇总/drug-DrugBank/volcanoplot.png]
X axis: log2 of enrichment ratio;
Y axis: -log10 of FDR;
Dot shade: overlap value;
Figure captions: 10 terms were significantly marked.


4 Drug Database:GLAD4U

4.1 Bar chart:10 terms were significantly enriched
[image: 图片汇总/drug-GLAD4U/wg_bar.png]
4.2 Volcanoplot:10 terms were significantly marked

[image: 图片汇总/drug-GLAD4U/volcanoplot.png]
X axis: log2 of enrichment ratio;
Y axis: -log10 of FDR;
Dot shade: overlap value;
Figure captions: 10 terms were significantly marked.
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