Table S5. Stats for all de novo assembled transcript contigs
	Item
	Value

	Total trinity genes
	26,381

	Total trinity transcripts
	62,907

	GC content (%)
	42.8

	Contig N10 (nt)
	4,833

	Contig N20 (nt)
	3,768

	Contig N30 (nt)
	3,112

	Contig N40 (nt)
	2,588

	Contig N50 (nt)
	2,168

	Median contig length (nt)
	1,035

	Average contig length (nt)
	1,417.90

	Total assembled bases
	89,198,112



