
−0.2 −0.1 0.0 0.1 0.2 0.3

-0
.2

−0
.1

0.
0

0.
1

0.
2

FRAM18_4502_K

FRAM18_4514_D

FRAM18_4502_I

FRAM18_4514_B

FRAM18_4502_J

FRAM18_4514_C

FRAM18_4514_A

FRAM18_4502_G

FRAM18_4502_F

FRAM18_4502_H

FRAM18_4502_E

Atlantic

Mix
ArcticF

R
A

M
18

_4
50

2_
J

F
R

A
M

18
_4

51
4_

B

F
R

A
M

18
_4

50
2_

I

F
R

A
M

18
_4

51
4_

D

F
R

A
M

18
_4

50
2_

K

lF
R

A
M

18
_4

50
2_

F

F
R

A
M

18
_4

50
2_

H F
R

A
M

18
_4

50
2_

E

F
R

A
M

18
_4

51
4_

A

F
R

A
M

18
_4

51
4_

C

F
R

A
M

18
_4

50
2_

G

0.
1

0.
2

0.
3

0.
4

0.
5

H
ei

gh
t

ba Stress = 0.11

Supplementary Figure S2. Comparison of metagenomic samples based on Bray-Curtis dissimilarity of 16S rRNA gene composition. a) Dendogram generated from Bray-Curtis 
dissimilarity matrix of samples' community composition at a genus level, b) Non-metric multi-dimensional scaling ordination of Bray-Curtis dissimilarity of samples' community composition 
at a genus level.


