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	Gene
	Iss
	Iss.c (Symmetrical)
	Iss.c (Asymmetrical)
	d.f.
	Probability

	CytB
	0,1512
	0,752
	0,4909
	761
	<0.00001

	Nd2
	0,1688
	0,7564
	0,4926
	826
	<0.00001

	Nd3
	0,1492
	0,6904
	0,4823
	347
	<0.00001

	COI
	0,103
	0,7551
	0,5457
	856
	<0.00001

	CR
	0,3759
	0,7722
	0,5347
	1106
	<0.00001

	Concatenated
	0,2035
	0,8096
	0,627
	3900
	<0.00001



