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	Size(kb)
	Number of consensus isoforms
	Average consensus isoforms read length
	Number of polished high-quality isoforms
	Number of polished low-quality
isoforms
	Percent of polished high-quality isoforms（%）

	0-1
	1,925
	912
	1,763
	162
	91.58

	1-2
	16,305
	1,399
	14,581
	1,724
	89.43

	2-3
	13,604
	2,346
	11,676
	1,928
	85.83

	3-6
	12,638
	3,665
	8,730
	3,908
	69.08

	＞6
	534
	9,297
	17
	517
	3.18

	All
	45,006
	17,619
	36,767
	8,239
	67.82





