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	Item
	Numbers

	Total number of sequences examined
	30086

	Total size of examined sequences (bp)
	65294680

	Total number of identified SSRs
	13632

	Number of SSR containing sequences
	9789

	Number of sequences containing more than 1 SSR
	2639

	Number of SSRs present in compound formation
	1277

	Mono nucleotide
	9534

	Di nucleotide
	2052

	Tri nucleotide
	1814

	Tetra nucleotide
	59

	Penta nucleotide
	26

	Hexa nucleotide
	147




