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U A A C A A U A C C G G G C G C G U - U A G U G U C U U G - U A A U U G G A A
U A A C G A U A C A G G G C C C A U - U C G G G U C U U G - U A A U U G G A A
U A A C A A U A C A G G G C U U U U - C U A A G U C U U G - U A A U U G G A A
U A A C A A U A C A A G G C A U U U - - C A U G U U U U G - U A A U U G G A A
U A A C A A C A C U G G A A A U U C - - A A U U U C U A G - U G A U U G G A A
U A A C A A U A C A G G G C A U U U - - U A U G C U U U G - U A A U U G G A A
U A A C A A U G C A A G G C C A A U U U U U G G U U U U G - U A A U U G G A A
U A A C A A U A C A A G G C A A U U A A A A U G C U U U G - U A A U U G G A A
U A A C A A U A C A G G G C A C U A U A A A U G C C U U G - U A A U U G G A A
U A A C A A U A C A G G G C C U A - - - A C G G U C U U G - U A A U U G G A A
U A A C A A C A C G G G G C A C A A - - C G U G U U C U G - U G A U U G G A A
U A A C A A U A C A G G G U U U - - - - - A U G C C U U G - U A A U U G G A A
U A A C A A C U C A G G G C A U A U - - U A U G C U U U G - U G A U U G G A A
U A A C G A C A C A G U G C A C C U - - A G U G U U U U G - U G A U U G G A A
U A A C A A C U C A G G G C A U U A - - A A U G U C U U G - C G A U U G G A A
U A A C A A C A U A G G U A U U U - - - - U G U A U U U A - U G A U U G G A A
U A A C A A C G U A A A U A U U A - - - - U A U A U U U A - U G A U U G G A A
U A A C A U C A U A G A U A U A U - - - - U U U A U C U A - U G A U U G G A A
U A A C A A C G C A G G G C A U A A - - A U U G U C U U G - U G A U U G G A A
U A U C A A U G C A G A A C U A U - - - - U U G U U U U G - C A A U U G G A A
U A U C A A U G C A G G A C U U - - - - - U U G U U U U G - C A A U U G G A A
U A U C G A U G C A G A A U U U U - - - - U A G U U U U G - C A A U U G G A A
U A U C A A U G C A G G G C U A U - - - C U A G C U U U G - C A A U U G G A A
U A U C A A U G C A G A A C U U A - - - - U A G U U U U G - C A A U U G G A A
U A G C A A U G C A G G U C A A A A - U U U U G U C U U G - C A A U U G G C A
U A G C A A U G C A G G G C C U U - - - A U G G U U U U G - C A A U U G G A A
U A G C A A U G C A G G G C C U U - - - A U G G U U U U G - C A A U U G G A A
U A G U G G C A U A A A G C A U A - - - - U U G U U U U A - U G A C U G C A A
U A A C A G C A C G A U G C A U - - - - - U U G C U U C G - U G A C U G U A A
U A G C A A C U U G G G G C A U - - - - - U U G C U U C A - U G A U U G C A A
U A A C A A C G C U G A A G U U - - - - - U A C U U C U G - C G A U U G U A A
U A C U G G C G A U A G A U G U U U - - U U C A U C U U U - U G A C C A G C A
U A U U A G C A U A C G A U U U U - - - C A A A U C G A G - U G A C U G G C A
U A A U G A C G C G U G A U U C - - - - - A G A U C G U G - C G A U C G G A A
U A A U G A C G C A U G A U U U - - - - - A A A U C G U G - C G A U C G G A A
U A A U G A C A C A U G A U A A - - - - - A U A U C G U G - U G A U C G G A A
U A A U G A C G C A U G A U U - - - - - - - A U U C G U G - C G A U U G G A A
U A U C A A C A A C U G C A A U - - - - - - U U G U A G U - U G A U U G A A A
U A U C G A C A A C U A C U U U - - - - - - U A G U A A U - U G A U U G G A A
U A A C A G G G U G U G G C U A - - - - - A G G C U G C A - C U A C U G G A A
U A A C A G A G U G C G A C U A - - - - - - C G U U G C A - C U A C U G G A A
U A A C A G C G U G U G G C U A - - - - - - A G C U G C A - C G A C U G G A A
U A G C A G G G U U C G C C U A - - - - - A U G G U U A G - C U U C U G C A A
U A G U G G G A A C A G C U U U - - - - - A U A G C C G U - U U A C U G C A A
U A G C G A C G C G A G G C A A - - - - - U U G U C U U G - U G A U U G C A A
U A G C A A C G U G A G G C A A - - - - - U A G C U U U G - C G A U U G C A A
U A G C A A C A C A A A G C A C - - - - - U U G C U U U G A U G U U U G C A A
U A G C A A C A C A A A G C A C - - - - - U U G C U U U G A U G U U U G C A A
U A G C A A C U C A A A G C A U - - - - - U C G C U U U G C U G A U U G C A A
U A G C A A C A C A A A G C A U - - - - - U U G C U U U - U U G A U U G C A A
U A G C A A C A C A A A G C A A - - - - - U U G C U U U - U U G A U U G C A A
U A G C A G C A C A A A G C G U U - - - - U U G C U U U - C U G A U U G C A A
U A G C A A C U C A A A G C A U - - - - - U C G C U U U G C U G A U U G C A A
U A G C A A C A C G A A G C A A - - - - - U U G C U U U G A U G A U U G C A A
U A G C A A C U C A A A G C A U - - - - - U U G C U U U G C U G A U U G C A A
U A G C A A C U C A A A G C A U - - - - - U C G C U U U G C U G A U U G C A A
U A G C A A C U C A A A U C A U - - - - - U U G A C U U G C U G A U U G C A A
U A G C A A C U C A A A U A U C A - - - A U A U A U U U G C U G A U U G C G A
U A G C A G C U C A A A G C A U - - - - - U C G C U U U G C U G A U U G C A A
U A G C G A C U C A A A G C A U - - - - - U C G C U U U G C U G A U U G C A A
U A G C A G C U C G G A C U U - - - - - - - - G U U U C G U A G A C U G C A A
U A G C A G C G C G A A C U A - - - - - - - - A G U U C G U A G A C U G C A A
U A G C A G C G C G A C U U C - - - - - - - - A A G U C G U A G A C U G C A A

Zea mays  XR_004850484.1
Saccharomyces cerevisiae  J01353.1
Nematostella vectensis  AF254382.1

Rhytidocystis dobrovolskiji  MT231947.1
Sarcocystis muris  M64244.1
Eimeria tenella  AF026388.1

Plasmodium falciparum  M19172.1
Hepatozoon canis  MH615006.1
Adelina dimidiata  DQ096835.1

Cryptosporidium muris  AAZY02000009.1
Chattonaria mesnili  MH061199.1

Siedleckia cf. nematoides  MH061198.1
Selenidium pisinnus  FJ832162.1

CYSGM-2  AB275085.1
CPSGM-1  AB275108.1

Selenidium serpulae  DQ683562.1
Selenidium cf. mesnili  JN857968.1

Selenidium pendula  LN901443.1
Selenidium terebellae  AY196709.1

Ascogregarina taiwanensis  EF666482.1
Geneiorhynchus manifestus  FJ459739.1

Mattesia geminata  AY334568.1
Syncystis mirabilis  DQ176427.1

Monocystis agilis  AF457127.1
DSGM-14  AB275014.1

Xiphocephalus ellisi  FJ459762.1
Stylocephalus giganteus  FJ459761.1
Gregarina niphandrodes  AF129882.1

Gregarina coronata  FJ459743.1
Gregarina blattarum  FJ459741.1
Stenophora robusta  FJ459760.1

Cuspisella ishikariensis  MF537615.1
Loxomorpha cf. harmothoe  MF537616.1

Lecudina pellucida  LN901442.1
Urospora ovalis  KR868712.1

DSGM-6  AB275006.1
Veloxidium leptosynaptae  JN857966.1
Heliospora cf. longissima  HQ891115.2

Cephaloidophora cf. communis  HQ891113.2
DSGM-8  AB275008.1

KDOT01001362.1
Lecudina polymorpha  AY196706.1

PS13G4  GU072526.1
Trichotokara japonica  JX426617.1
Polyplicarium citrusae  JX535336.1

Ancora sagittata  KX982503.1
D2P04C08  EF100401.1

CCA68  AY179973.1
D2P03E03  EF100264.1

OBEP01019827.1
Polyrhabdina pygospionis  MT214481

BOLA267  AF372774.1
D4P08G11  EF100335.1
D3P06D08  EF100310.1

OBRS01442012.1
CCI73  AY179972.1
OBEP011228160.1
OBRS01813589.1

DSGM-11  AB275011.1
AT4-16  AF530523.1

Trollidium akkeshiense  MN381955.1
HR_NC03_18  KT346282.1

OBRS01798897.1
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