Alignment 1: 1itR and AlitR alignment
AWOD I 0419 (1itR Gene ID: 28539952 and flanking region
sequence)

AM-01 (forward sequence)
AM-02 (complemented reverse sequence)

5 15 25 35 45 55
AWOD I 041 TACCACCTTA CCGATATAAG GTAGGTTACG ATATTTTTGT GCGTAGTCGA TACCAACACC
AM-01 = mm s m o mmm S e m o s S ——— o
AM-02 = —mm o e oo mm S oo mm e e — m oo S oo
[— [— [— [— R | el
65 75 85 95 105 115
AWOD I 041 AACAACAAAC TCATCCGGAA TAGAAAAACC AATCCAATCC ACTTTAACAT CAACTTCACG
AM-01 = mm oo o mmm S oo mm oo s S oo
AM-02 = mmm oo oo s s oo m e e —
celeoadl NN I NN I N I N I NN I
125 135 145 155 165 175
AWOD I 041 TCGAGAAGGT TTATCAAGCA GTGTACAAAT CGTAATTGAG TTTGGCTCAC GAATAGACAA
AM-01 = mmmm oo s mm oo S s —
AM-02 = mm o e s mmm s s m o
R | R | R | celeeadl A | R
185 195 205 215 225 235
AWOD I 041 GATCTCACAC ACTTTACTTA GTGTATTACC GGTATCTATA ATGTCTTCTA CTAATAGGAT
AM-01 = mm e m s mmm s e m s s m e
AM-02 = s oo oo o s s S o — —
NN I NN I NN I N I N I N I
245 255 265 275 285 295
AWOD I 041 GTCTTTACCT TTTATATCAT CATCAAGATC TTTCAAAATT CGTACGTCAC GCGTACTTTC
AM-01 = mmm oo oo s s S s —
AM-02 @ mm e e mmmmm s e e s m e ———
R | R | R | celeeadl celeeodl R
305 315 325 335 345 355
AWOD I 041 CATGCTATTT CCATAGCTTG ATGCTGTCAT AAAATCAACG GTCATTGGTG TATCAATCGC
AM-01 = mm e e s e s s s e o
AM-02 = e e e s e o s s s — o
celeeal celeeal celeeodl celeeodl celeeo R
365 375 385 395 405 415
AWOD_T 041 TCGTGCTAAA TCAGCCATAA ATACAAATGA GCCACG-TAA TAAACCAATC ATCACTAAGC
AM-01 = mmm oo oo s mm oo S o — oo A
AM-02 = mmmmmmmmmm mmmmm e —m— TGA GCCACGGTAA TAAACCAATC ATCACTAAGC
celeaadl N I B L T T I e e
425 435 445 455 465 475
AWOD I 041 TATCAGACTC TTTATAATGT TCAGAAATCT GTTGACCTAA TTCTTTAACA CGTTGAGTAA
AM-01 CAT-AGACTC TTTATA-TGT TCAGAAATCT GTTGACCTAA TTCTTTAACA CGTTGAGTAA
AM-02 TATCAGACTC TTTATAATGT TCAGAAATCT GTTGACCTAA TTCTTTAACA CGTTGAGTAA
- - - - A .- [
485 495 505 515 525 535
AWOD_T 041 CCTCTTGTTC AGAGATCATC ACTTCTACTG TATGTTTCAT ACTGTCTCAC TTATTCGTTG
AM-01 CCTCTTGTTC AGAGATCATC ACTTCTACTG TATGTTTCAT ACTGTCTCAC TTATTCGTTG
AM-02 CCTCTTGTTC AGAGATCATC ACTTCTACTG TATGTTTCAT ACTGTCTCAC TTATTCGTTG
N - N - N - N - N - R N
545 555 565 575 585 595
AWOD I 041 AGCCTACCTG CGGCAGGATT TAGATCTATA CAGTTTACAA CAAAAGCGCA CCTGAGATAG
AM-01 AGCCTACCTG CGGCAGGATT TAGATCTATA CAGTTTACAA CAAAAGCGCA CCTGAGATAG
AM-02 AGCCTACCTG CGGCAGGATT TAGATCTATA CAGTTTACAA CAAAAGCGCA CCTGAGATAG
R R R R R P
605 615 625 635 645 655
AWOD_I 041 GGACAATTAT AAAAGTTTTT CATACCTCTT TAGGATTAAA AGAAATTGTC TGATAAAATT
AM-01 GGACAATTAT AAAAGTTTTT CATACCTCTT TAGGATTAAA AGAAATTGTC TGATAAAATT
AM-02 GGACAATTAT AAAAGTTTTT CATACCTCTT TAGGATTAAA AGAAATTGTC TGATAAAATT
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AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01

N -
665
AGTTAAAATA
AGTTAAAATA
AGTTAAAATA

N -

725
ACGTCATATT
ACGTCATATT
ACGTCATATT

N -
785
GGTTACTGAG
GGTTACTGAG
GGTTACTGAG

N -

845
TAAATAAATA
TAAATAAATA
TAAATAAATA

-
905
AAAGAACAAC

R |
675
AAATGGTTTA
AAATGGTTTA
AAATGGTTTA

N -

735
TTTAATTGAT
TTTAATTGAT
TTTAATTGAT

N -
795
TAGAATAATA
TAGAATAATA
TAGAATAATA

N -
855
TGGATACGAT

celeeo ]
685
TACGGTAAAC
TACGGTAAAC
TACGGTAAAC

N -

745
AACATGAATA
AACATGAATA
AACATGAATA

N -
805
ATAAAACCCT
ATAAAACCCT
ATAAAACCCT

N -
865
CCAAAAAAGA

R I
695
AACTGTAATT
AACTGTAATT
AACTGTAATT

N -

755
GTTGTTGAAT
GTTGTTGAAT
GTTGTTGAAT

N -
815
ATATAAAATA
ATATAAAATA
ATATAAAATA

N -
875
CCGAGAACAA

R R
705
TTTTAAAATA
TTTTAAAATA
TTTTAAAATA

N -

765
ATATAAACAG
ATATAAACAG
ATATAAACAG

N -
825
ATAATTTGTT
ATAATTTGTT
ATAATTTGTT

N -
885
GGCTATCTCC

R I
715
ACCTTTAACC
ACCTTTAACC
ACCTTTAACC

N -

775
CCTTATGTAA
CCTTATGTAA
CCTTATGTAA

N -
835
GGCAAGGATA
GGCAAGGATA
GGCAAGGATA

N -
895
AGAAAAGCGT



AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041
AM-01
AM-02

AWOD I 041

R
144
ATGTATTTAT

GA~~~CTAAT
GA---CTAAT
GA---CTAAT

N -
156
TTCTCTTTAC
TTCTCTTTAC
TTCTCTTTAC

N -
162
CCATACCAAT
CCATACCAAT
CCATACCAAT

-
168
TGCATCACAA
TGCATCACAA
TGCATCACAA

N
174
ACCAACAATA
ACCAACAATA

N -
145
AAATAATATT
~~~TAATATT
~~~TAATATT

N -
151
CAGCGGTTTT
CAGCGGTTTT
CAGCGGTTTT

N -
157
TGCTTTTGCA
TGCTTTTGCA
TGCTTTTGCA

N -
163
TGATTCATGC
TGATTCATGC
TGATTCATGC

-
169
CCCATTTCGA
CCCATTTCGA
CCCATTTCGA

N
175
GCACCACCGA
GCACCACCGA

N -
146
CAGAAC~~~T
CAGAAC---T
CAGAAC---T

N -
152
TTTATATTTA
TTTATATTTA
TTTATATTTA

N -
158
TTTGGAAGGT
TTTGGAAGGT
TTTGGAAGGT

N -
164
AATGTTGGGT
AATGTTGGGT
AATGTTGGGT

-
170
TTGCAAGGCC
TTGCAAGGCC
T-GCAAGGCC

R
176
TAACACGGTT
ATAACACGA-

N -
147
CAGAAAGTAG
CAGAAAGTAG
CAGAAAGTAG

N -
153
AATTCTAATG
AATTCTAATG
AATTCTAATG

A
159
CAGTAATAGA
CAGTAATAGA
CAGTAATAGA

N -
165
GAGCATGGAT
GAGCATGGAT
GAGCATGGAT

celeeodl
171
AATTTCACCA
AATTTCACCA
AAT--CACCA

R
177
AGTGTCTTTA

R
148
ATAAT~~~~A
ATAAT----A
ATAAT----A

N -
154
GTTTAAGAGA
GTTTAAGAGA
GTTTAAGAGA

A
160
ACCTTCATAA
ACCTTCATAA
ACCTTCATAA

N -
166
AGTTAGTGCG
AGTTAGTGCG
AGTTAGTGCG

-
172
AGAAGCTCAC
AGAAGCTCAC
AGAG---TAC

R
178
TCAAAAAGAA

N
149
AAAAACCGCT
AAAAACCGCT
AAAAACCGCT

N -
155
AATTATTTCT
AATTATTTCT
AATTATTTCT

N -
le6l
ATTTCAGCAG
ATTTCAGCAG
ATTTCAGCAG

N -
167
AT~~ATCTTC
AT--ATCTTC
AT--ATCTTC

R -
173
CAGCATTAGT
CAGCATTAGT
CAGCTCC---

R
179
GCTTAGTTAG

-
180
ACCATCAGCA

-
181
CAATCTGAAG

-
182
CGATTGCACG
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AWOD T 041 e tttttete ettt e e et e e e e
AM-01 s oo oo
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AM-02 = s oo oo o s s S o — —
| | | | | I oeeetld | | | | |
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AM-01 = mmmmm e e e e e e e
AM-02 = mm o e s mmm s s m o
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Alignment 2: 1itR and 1litR* alignment
AWOD I 0419 (1litR and flanking region sequence)
AM-02 (litR* forward sequence)
AM-01 (litR* reverse complemented sequence replicate 1)
AM-3 (litR* reverse complemented sequence replicate 2)
T O A
5 15 25 35 45 55
AWOD I 041 TACCACCTTA CCGATATAAG GTAGGTTACG ATATTTTTGT GCGTAGTCGA TACCAACACC
AM—02 = v MmN NN NN NN NN NN N NN NN NN N NN N NN NN
AM-3 = e e e e e e e
AM-01 = mmm oo oo s mm oo m e o — - oo
P e I I O e e I
65 75 85 95 105 115

AWOD I 041  AACAACAAAC TCATCCGGAA TAGAAAAACC AATCCAATCC ACTTTAACAT CAACTTCACG
AM-02  nm e aam M an MRS NN NNAANNS M NNR AN NNN N AN NNN N N N NR A N
AM-3 s e e e o
AM-01 mmmm e e e e e e e

B o [ [ VAR IR IR IR IVUPUPAPRN B

125 135 145 155 165 175
AWOD I 041  TCGAGAAGGT TTATCAAGCA GTGTACAAAT CGTAATTGAG TTTGGCTCAC GAATAGACAA
BM-02 e A A A
AM-3 e e e e



AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3

ceeleaild
215
GGTATCTATA

ceeleaild
225
ATGTCTTCTA

AT-AGACTCT
R

485

CTCTTGTTCA

TTATA-TGTT
N

495

GAGATCATCA

CAGARATCTG
R

505

CTTCTACTGT

TTGACCTAAT
N

515

ATGTTTCATA

TCTTTAACAC
ceeleanld

525

CTGTCTCACT

GTTGAGTAAC
N

535

TATTCGTTGA

CTCTTGTTCA
R

545

GCCTACCTGC

GAGATCATCA
R

555

GGCAGGATTT

CTTCTACTGT
N

565

AGATCTATAC

ATGTTTCATA

N
575
AGTTTACAAC
CAGGATCTAT

CTGTCTCACT

R
585
AAAAGCGCAC
ACAGTTGCAA

TATTCGTTGA

R
595
CTGAGATAGG
CAAAGCGCAC

GCCTACCTGC

-
605
GACAATTATA
TGAGATAGGA

GGCAGGATTT

-
615
AAAGTTTTTC
CCATATAAAA

AGATCTATAC

-
625
ATACCTCTTT
GTTTTCATAC

AGTTTACAAC

A —
635
AGGATTAAAA
TCTTAGATAA

AAAAGCGCAC

A —
645
GAAATTGTCT
AAGAATGTCT

CTGAGATAGG

A -
655
GATAAAATTA
GATAAAATTA

GACAATTATA

N
665
GTTAAAATAA
GTAAAATAAA

AAAGTTTTTC

N
675
AATGGTTTAT
ATGGTTATAC

ATACCTCTTT

N
685
ACGGTAAACA
GGTAAACAAC

AGGATTAAAA

N
695
ACTGTAATTT
TGTAATTTTT

GAAATTGTCT

N
705
TTTAAAATAA
TAAAATAACC

GATAAAATTA

N
715
CCTTTAACCA
CTTTAAACCA

GTTAAAATAA

R |
725
CGTCATATTT
CGTCATATTT

AATGGTTTAT

R |
735
TTAATTGATA
TTAATTGATA

ACGGTAAACA

R |
745
ACATGAATAG
ACATGAATAG

ACTGTAATTT

R |
755
TTGTTGAATA
TTGTTGAATA

TTTAAAATAA

R |
765
TATAAACAGC
TATAAACAGC

CCTTTAACCA

R |
775
CTTATGTAAG
CTTATGTAAG

CGTCATATTT

-
785
GTTACTGAGT
GTTACTGAGT

TTAATTGATA

-
795
AGAATAATAA
AGAATAATAA

ACATGAATAG

.-
805
TAAAACCCTA
TAAAACCCTA

TTGTTGAATA

-
815
TATAAAATAA
TATAAAATAA

TATAAACAGC

-
825
TAATTTGTTG
TAATTTGTTG

CTTATGTAAG

A -
835
GCAAGGATAT
GCAAGGATAT



AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3

GTTACTGAGT

R
845
AAATAAATAT
AAATAAATAT

AAGAACAACT
AAGAACAACT
A~G~AC~ACT
AAGAACAACT

N -
965
GTCATGCTGA
GTCATGCTGA
GTCATGCTGA
GTCATGCTGA

N
102
TTCCCTACAA
TTCCCTACAA
TTCCCTACAA
TTCCCTACAA

-
108
TTATTTGTTA
TTATTTGTTA
TTATTTGTTA
TTATTTGTTA

N
114
TTTAATGAAT
TTTAATGAAT
TTTAATGAAT
TTTAATGAAT

N
120
ATGGAGTACA
ATGGAGTACA
ATGGAGTACA
ATGGAGTACA

-
126
AATCAAAAGA
AATCAAAAGA
AATCAAAAGA
AATCAAAAGA

N
132
GACCATACTT
GACCATACTT
GACCATACTT
GACCATACTT

R |
138
TTATTCAAGC
TTATTCAAGC
TTATTCAAGC
TTATTCAAGC

celeeol
144
TCTTAAATAT
TCTTAAATAT
TCTTAAATAT

AGAATAATAA

N -
855
GGATACGATC
GGATACGATC

GGATACGATC

N -
915
TCTTGATATT
TCTTGATATT
TCTTGATATT
TCTTGATATT

N -
975
TGTTGCTGAA
TGTTGCTGAA
TGTTGCTGAA
TGTTGCTGAA

N
103
GAGAAGATCT
GAGAAGATCT
GAGAAGATCT
GAGAAGATCT

-
109
AGAATTCAAT
AGAATTCAAT
AGAATTCAAT
AGAATTCAAT

N
115
ATTATTGATG
ATTATTGATG
ATTATTGATG
ATTATTGATG

N
121
TCAACGCGCG
TCAACGCGCG
TCAACGCGCG
TCAACGCGCG

-
127
TCATTCGCAC
TCATTCGCAC
TCATTCGCAC
TCATTCGCAC

N
133
CTGAAAATTT
CTGAAAATTT
CTGAAAATTT
CTGAAAATTT

R |
139
GAATCGTAGC
GAATCGTAGC
GAATCGTAGC
GAATCGTAGC

celeeol
145
GTTATGTATT
GTTATGTATT
GTTATGTATT

TAAAACCCTA

N -
865
CAAAAAAGAC
CAAAAAAGAC

GCTATCGAGG
GCTATCGAGG
GCTATCGAGG
GCTATCGAGG

N -
985
ATAGCACAAG
ATAGCACAAG
ATAGCACAAG
ATAGCACAAG

N .
104
TGTTGATGAC
TGTTGATGAC
TGTTGATGAC
TGTTGATGAC

-
110
CTCTCTAGAG
CTCTCTAGAG
CTCTCTAGAG
CTCTCTAGAG

N
116
CTGTTCATTC
CTGTTCATTC
CTGTTCATTC
CTGTTCATTC

N
122
AAGAAGTTTG
AAGAAGTTTG
AAGAAGTTTG
AAGAAGTTTG

-
128
AATGTTTGCT
AATGTTTGCT
AATGTTTGCT
AATGTTTGCT

N
134
GGCAAAAATG
GGCAAAAATG
GGCAAAAATG
GGCAAAAATG

N -
140
TCTTCATCTG
TCTTCATCTG
TCTTCATCTG
TCTTCATCTG

-
146
TA-TAAATAA
TA~TAAATAA
TA-TAAATAA

TATAAAATAA

N -
875
CGAGAACAAG
CGAGAACAAG

CGAGAACAAG

N -
935
TATTTTCACA
TATTTTCACA
TATTTTCACA
TATTTTCACA

N -
995
T--ATCAGTA
T--ATCAGTA
T--ATCAGTA
T--ATCAGTA

N
105
GTATTAAACC
GTATTAAACC
GTATTAAACC
GTATTAAACC

A -
111
C-TTGACGTT
C~TTGACGTT
C-TTGACGTT
C-TTGACGTT

N
117
AGAAAATAAA
AGAAAATAAA
AGAAAATAAA
AGAAAATAAA

N
123
GCCTTTATTC
GCCTTTATTC
GCCTTTATTC
GCCTTTATTC

A —
129
GAAGGTATAG
GAAGGTATAG
GAAGGTATAG
GAAGGTATAG

N
135
CTACACGGGA
CTACACGGGA
CTACACGGGA
CTACACGGGA

R |
141
AAGAACTTGA
AAGAACTTGA
AAGAACTTGA
AAGAACTTGA

P .
147
TATTCAGAAC
TATTCAGAAC
TATTCAGAAC

TAATTTGTTG

N -
885
GCTATCTCCA
GCTATCTCCA

GCTATCTCCA

N -
945
ACGTGGTATC
ACGTGGTATC
ACGTGGTATC
ACGTGGTATC

N -
100
—--GCAACTGT
--GCAACTGT
--GCAACTGT
—--GCAACTGT

N
106
GAGTAGAAGA
GAGTAGAAGA
GAGTAGAAGA
GAGTAGAAGA

-
112
CGTACAAATC
CGTACAAATC
CGTACAAATC
CGTACAAATC

N
118
TGGATTAAAG
TGGATTAAAG
TGGATTAAAG
TGGATTAAAG

N
124
--TTAAGCAG
~~TTAAGCAG
--TTAAGCAG
--TTAAGCAG

A —
130
AGCGAAATGA
AGCGAAATGA
AGCGAAATGA
AGCGAAATGA

N
136
TTT----GTT
TTT----GTT
TTT----GTT
TTT----GTT

N -
142
AGAAA--CAG
AGAAA~~CAG
AGAAA--CAG
AGAAA--CAG

R -
148
TCAGAAAGTA
TCAGAAAGTA
TCAGAAAGTA

GCAAGGATAT

N
895
GAAAAGCGTA
GAAAAGCGTA
—---GAGCGTA
GAAAAGCGTA

R |
955
GGCCGTGGCG
GGCCGTGGCG
GGCCGTGGCG
GGCCGTGGCG

N -
101
GTTTAACTAT
GTTTAACTAT
GTTTAACTAT
GTTTAACTAT

N -
107
TGAGTTCCAT
TGAGTTCCAT
TGAGTTCCAT
TGAGTTCCAT

R -
113
TTCACTCACT
TTCACTCACT
TTCACTCACT
TTCACTCACT

N
119
TGTGGTTTGA
TGTGGTTTGA
TGTGGTTTGA
TGTGGTTTGA

N
125
CCATGTGAAT
CCATGTGAAT
CCATGTGAAT
CCATGTGAAT

A -
131
AGTGTGCAAT
AGTGTGCAAT
AGTGTGCAAT
AGTGTGCAAT

N
137
ATTC-TGTAT
ATTC-TGTAT
ATTC-TGTAT
ATTC-TGTAT

N -
143
CTAA-TTGCT
CTAA~TTGCT
CTAA~TTGCT
CTAAATTGCT

A -
149
GATAATAAAA
GATAATAAAA
GATAATAAAA



AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3
AM-01

AWOD I 041
AM-02
AM-3

TCTTAA-TAT

N -
150
AACCGCTGAC
AACCGCTGAC
AACCGCTGAC
AACGGCTGAA

N -
156
TTTCTTTCTC
TTTCTTTCTC
TTTCTTTCTC
GTTCTCTTTA

N -
162
TCAGCAGCCA
TCAGCAGCCA
TCAGCAGCCA

GTTATGTATT

N -
151
TAATCAGCGG
TAATCAGCGG
TAATCAGCGG
CTATCAGCGG

R |
157
--TTTACTGC
--TTTACTGC
--TTTACTGC
—--CTGGCCAT

N -
163
TACCAATTGA
TACCAATTGA
TACCAATTGA

TA-TAA-TAA

N -
152
TTTTTTTATA
TTTTTTTATA
TTTTTTTATA
TTTTTATATT

N -
158
TTTTGCATTT
TTTTGCATTT
TTTTGCATTT

TATTCAGA-C

N -
153
TTTAAATTCT
TTTAAATTCT
TTTAAATTCT
AATCTATTGA

R |
159
GGAAGGTCAG
GGAAGGTCAG
GGAAGGTCAG

TCAGAAAGTA

N -
154
AATGGTTTAA
AATGGTTTAA
AATGGTTTAA
GTCAGAGCAA

N -
160
TAATAGAACC
TAATAGAACC
TAATAGAACC

GATA-TAAAA

N
155
GAGAAATT-A
GAGAAATT~A
GAGAAATT-A
TTGCATTCCA

N -
161
TTCATAAATT
TTCATAAATT
TTCATAAATT

TTTTGC-—== —========= —————mmmmm o

N -
164
TTCATGCAAT
TTCATGCAAT
TTCATGCAAT

N -
165
GTTGGGTGAG
GTTGGGTGAG
GTTGGGTGAG

N -
166
CATGGATAGT
CATGGATAGT
CATGGATAGT

N -
167
TAGTGCGATA
TAGTGCGATA
TAGTGCGATA

N
168
TCTTCTGCAT
TCTTCTGCAT
TCTTCTGCAT

N
169
CAC-AACCCA
CAC-AACCCA
CAC-AACCCA

N
170
TTTCGATTGC
TTTCGAT-GC
TTTCGATTGC

N
171
AAGGCCAATT
AAGGCCAATC
AAGGCCAATT

R -
172
TCACCAAGAA
ACCAAGAGTC
TCACCAAGAA

RN
173
GCTCACCAGC
TCAGCTAC--
GCTCACCAGC

-
174
ATTAGTACCA

-
175
ACAATAGCAC

-
176
CACCGATAAC

A -
177
ACGGTTAGTG

-
178
TCTTTATCAA

A -
179
AAAGAAGCTT

R
180
AGTTAGACCA

R
181
TCAGCACAAT

R
182
CTGAAGCGAT

R
183
TGCACGGCCT

R
184
GAT-GCAGCC

R
185
CAAGGGAAGC

R
186
TTGCTGCTTC

R
187
GTAATTAAT-

R
188
----ACCTTC

R
189
AGCTTTTGCT

R
190
TCTTTTTCTG

R
191
TTTTACCAAC

-
192
CCAAGCGACT

-
193
-TCTGGCTCA

-
194
GTATAAGCAA

A —
195
TTGAAGGAAT

A —
196
TACTTTAGGA

A -
197
TCGAAGTAGT

R
198
GCTTCTTACC

R
199
AGAAATAACT

R
200
TCAGCAGCTA

R
201
CGTGACCTTC

R
202
ATGCACAC--
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Alignment 3: ainS and AainS alignment
AWOD_I 1040 (ainS Gene ID: 28540605 and flanking region
sequence)
AM-01 (AainS forward sequence)
AM-2 (AainS reverse complement sequence)

R IS A U AR IV A IR R (AP
5 15 25 35 45 55

AWOD_I_104 CATCTAGACG ACCAACAGAT ACCCAACGAG AATCTTTGAT TTTTGGTAAA CGATCAAAAA

R T T T T T I L L R T IV IIRVIVIVIVIVI IV



AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104

CTAATACTTT
~~~~GYACTT
CTAATACTTT

N
365
CAATTAGCTT
CAATTAGCTT
CAATTAGCTT

-
425
AAATTCTATA
AAATTCTATA
AAATTCTATA

N
485
AATTTATTTC
AATTTATTTC
AATTTATTTC

-
545
TATATCTATC
TATATCTATC
TATATCTATC

-
605
TTCAGGCTGA
TTCAGGCTGA
TTCAGGCTGA

N
665
TCAACATTTG
TCAACATTTG
TCAACATTTG

AATTGAAGCT

315
CTGTAATTTT
TCTGTATTTT
CTGTAATTTT

N
375
TTATTAATCA
TTATTAATCA
TTATTAATCA

-
435
GAGGCTGATT
GAGGCTGATT
GAGGCTGATT

N
495
ATGCTGACAT
ATGCTGACAT
ATGCTGACAT

-
555
AAATAAATAA
AAATAAATAA
AAATAAATAA

-
615
TATTACTTAA
TATTACTTAA
TATTACTTAA

N
675
ATCTAAACAA
ATCTAAACAA
ATCTAAACAA

-
735
CTGTACGATT

CGTAAACAGA

TTTTTTTTTY

-
325
TCGCTCATTT
TCGCTCATTT
TCGCTCATTT

N
385
AGGACCTATC
AGGACCTATC
AGGACCTATC

-
445
ATACAATAAG
ATACAATAAG
ATACAATAAG

N
505
TTTCAGTATG
TTTCAGTATG
TTTCAGTATG

-
565
CTGAACAACA
CTGAACAACA
CTGAACAACA

-
625
ACCAAAGGAG
ACCAAAGGAG
ACCAAAGGAG

R
685
TCTAGATGAA

CTATTTTATC

YYYMMSSRRR

-
335
TTTACCTTAT
TTTACCTTAT
TTTACCTTAT

N
395
TGAATAAGAT
TGAATAAGAT
TGAATAAGAT

A -
455
GTTGTGACGA
GTTGTGACGA
GTTGTGACGA

N
515
ATGATAGAGC
ATGATAGAGC
ATGATAGAGC

A —
575
ATTGCACAAT
ATTGCACAAT
ATTGCACAAT

A —
635
ATCCATATGA
ATCCATATGA
ATCCATATGA

R
695
GGGGCACARA

TAAATTAAGT

RRRRGCGAGA

A -
345
TATGTCGCCT
TATGTCGCCT
TATGTCGCCT

N
405
AAGATTCCTC
AAGATTCCTC
AAGATTCCTC

-
465
ATGGTAAAAA
ATGGTAAAAA
ATGGTAAAAA

N
525
AGCTTATAAA
AGCTTATAAA
AGCTTATAAA

A —
585
TGAAATGCTC
TGAAATGCTC
TGAAATGCTC

A —
645
AATCGTTATA
AATCGTTATA
AATCGTTATA

R
705
AAAAATCAAC

AACACAGATA

CCTGCTCGTG

A -
355
TCACAGGCGT
TCACAGGCGT
TCACAGGCGT

N
415
AATCACTTTA
AATCACTTTA
AATCACTTTA

R -
475
ATTAAGCACA
ATTAAGCACA
ATTAAGCACA

N
535
ACAAGCTGCT
ACAAGCTGCT
ACAAGCTGCT

A -
595
AAATATTTAT
AAATATTTAT
AAATATTTAT

A -
655
TAAAAAGTTA
TAAAAAGTTA
TAAAAAGTTA

R
715
AAAATGAGTT

CAGGTAACCT



AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

N -
845
TTCGCATCTA



AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AATGGACCAC

GCCCTAAATT

AAACCAAT-A

TATGTATTTA

GCTCAAAAAG

GATTAGCCAA

TTTGTTTTAC

CAAGCAATAA

ATAATGATAA

CTGCTATACA

CCCTTTCTTT

TTA--CGAGC

~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ A~~CGAGC
~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ A~~CGAGC

N -

174
CACCAAGATA
CACCAAGATA
CACCAAGATA

N -
180
ACAAGTAATG
ACAAGTAATG
ACAAGTAATG

N
186
AGAAAAGATT
AGAAAAGATT
AGAAAAGATT

R -
192
ATCTATTGCT
ATCTATTGCT
ATCTATTGCT

N
198
TATTTAAAGA
TATTTAAAGA
TATTTAAAGA

-
204
TTTTTATAGT
TTTTTATAGT
TTTTTATAGT

-
210
TCAGTGAAAA
TCAGTGAAAA
TCAGTGAAAA

N
216
TTGCTTTTGC
TTGCTTTTGC
TTGCTTTTGC

-
222
CATCTTGGCA
CATCTTGGCA
CATCTGGCAG

N -
228
TACCTAATTT

N -

175
TCAACAACTC
TCAACAACTC
TCAACAACTC

R |
181
TGTTCAATCA
TGTTCAATCA
TGTTCAATCA

N -
187
TAAAACAACG
TAAAACAACG
TAAAACAACG

-
193
ATTTATTGCG
ATTTATTGCG
ATTTATTGCG

N
199
TCGGATGGAG
TCGGATGGAG
TCGGATGGAG

-
205
CATTTGGATT
CATTTGGATT
CATTTGGATT

-
211
AATTGCTCTT
AATTGCTCTT
AATTGCTCTT

N
217
CTTTCTTTTT
CTTTCTTTTT
CTTTCTTTTT

-
223
GGTAGTTTTA
GGTAGTTTTA
GTAGTTATAT

R |
229
AGCGGTTACT

N -

176
AGGATTAATC
AGGATTAATC
AGGATTAATC

N -
182
ATATGATTTG
ATATGATTTG
ATATGATTTG

N
188
ATGAGTTTCT
ATGAGTTTCT
ATGAGTTTCT

A -
194
GTATTCATTT
GTATTCATTT
GTATTCATTT

N
200
GTTGATCCTA
GTTGATCCTA
GTTGATCCTA

-
206
TTAACCAACT
TTAACCAACT
TTAACCAACT

-
212
TATATGGCAA
TATATGGCAA
TATATGGCAA

N
218
TCTTGTCGGC
TCTTGTCGGC
TCTTGTCGGC

-
224
TTTTACGCAG
TTTTACGCAG

N -

177
ACATATAAAG
ACATATAAAG
ACATATAAAG

N -
183
AAATCTTATA
AAATCTTATA
AAATCTTATA

N
189
TATAAATGTT
TATAAATGTT
TATAAATGTT

A -
195
TACTATGGGT
TACTATGGGT
TACTATGGGT

N
201
AAATCTACTA
AAATCTACTA
AAATCTACTA

-
207
TCTATTTTCA
TCTATTTTCA
TCTATTTTCA

-
213
TAGCGGCCAA
TAGCGGCCAA
TAGCGGCCAA

N
219
TCGTATCTAC
TCGTATCTAC
TCGTATCTAC

-
225
AAACCGCCTT
AAACCGCCTT

N I
231
TTATTGATAA

N
178
GGATCTGCTT
GGATCTGCTT
GGATCTGCTT

celeeadl
184
ATGCTAAAAT
ATGCTAAAAT
ATGCTAAAAT

N
190
AATTGGCTTC
AATTGGCTTC
AATTGGCTTC

A -
196
AGCCTTCTTT
AGCCTTCTTT
AGCCTTCTTT

N
202
CCCCTACATA
CCCCTACATA
CCCCTACATA

A —
208
ATCTGAATTA
ATCTGAATTA
ATCTGAATTA

A —
214
CCTCGCTTCA
CCTCGCTTCA
CCTCGCTTCA

N
220
TAGAAAAGAG
TAGAAAAGAG
TAGAAAAGAG

A —
226
TGCTCTCGCT
TGCTCTCGRT

N I
232
AGGTGTTTTT

N
179
AACTAAGCAT
AACTAAGCAT
AACTAAGCAT

N -
185
TATAAAAAGA
TATAAAAAGA
TATAAAAAGA

N -
191
CCTAAAGATA
CCTAAAGATA
CCTAAAGATA

A -
197
ATCCGATCTT
ATCCGATCTT
ATCCGATCTT

N
203
GGGTATTCTA
GGGTATTCTA
GGGTATTCTA

A -
209
TTATTAATCT
TTATTAATCT
TTATTAATCT

A -
215
TATTTTGCTT
TATTTTGCTT
TATTTTGCTT

N
221
AAAAAAATGG
AAAAAAATGG
AAAAAAATGG

A -
227
ATCAACCTAA
TYYYAYCTAA

N I
233
ACCATTAATT



AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

AWOD I 104
AM-01
AM-2

2345
TTGGACCATT

2355
TGCTTCTATT

2365
TTCTTTATCA

2375
ATGCCTTTGT

2385
CTTTATTGGT

2395
TTAATCATCC



