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Figure S1. Proteins functioning in the circadian rhythm organisation in Santalales.

This map is a coloured metabolic map "Circadian rhythm - plant" from the KEGG database.
Rectangles are proteins, circles are metabolites, lines are reactions, dashed lines are poorly
studied reactions. The presence of colours in the rectangles, from left to right, denotes the
presence of a transcript of the corresponding protein in: Rhopalocnemis phalloides, Balanophora
fungosa, Daenikera sp., Dendropemon caribaeus, Malania oleifera. For example, the transcript
of the protein GI is likely absent in Rhopalocnemis phalloides and Balanophora fungosa, but
present in Daenikera sp., Dendropemon caribaeus, Malania oleifera.



TERPENOID BACERONE BIOSYNTHERIS

Decaprenyl-EP O
I PolyprengeFP O 25133

77777 ~
[ |
| |
6 éD-Gl eraldehs
Aioetyl-Coh Q e oT 3-phcyscp}|ahe e
IMevalonate pathway MEPDOXE pathway
——O Lretoase iyl Cok ¢ %:Eﬁ:ﬁxﬁulose
23310 111267
3 Hyrdrosgy 3-methyl 2.C-Methyd-
Q gt ok ? D.erymnﬁglla.phnsphate
L1134][ 1.11.88]
¥ '
4iCytiding 5-di )
Ilevalonate 7 Z—E—ny‘\;mgd—D—ergﬂ}fns%lf
271185 27138 271142
. 2-Fhospho-d-{c ytidine T-diphaspha
Mevalonate-3P O Q Wevalonats -5 ? 2.C.mgpt}}‘\ﬂgd-D-eyr;]rtdl}\riml Bhosph
271186 27432 46112
20! Wlethed-Drerythritol
@ 3Tt Derytu
[REREN FRERE
SR —
nite iyl 4-diphosphate
2742
Isopentensl-P
o 25120 O 5332 O——22327—Olsopens
Rubber Isopenteagl- PP :
T+ Zeatin biosymthesis
(7, 7)-Fammesyl- PP
if;i};fﬁ%ﬁ;ﬂnﬁms G ———— o—fznn—4—0————————— | Monoterpe noid biosyrdhesis

-O*—{3516}

00900 3i27i19
() Kanehisa Lahoratories

|l (ZE)-Famesyl PP
w e G
Farnesal transFamesol (E,E)-Fameswl-P \ |
?‘W’ 271216 o 27432 P p—— | Carotenoid biosynthesis
t — J' \[|| (BB Famesyl-FF |
3174 i I o Indole diterpens
I Gormgd_ | allalnid binsymihesis
1235 |[1436 II — geranfi PF |
Famesyl © S teroid biosynthesis [ —— ——— A 1. 59] I 5 ) I
i
eyt I I [25.182] [25139] [13183] [25085] [25134]
A Az I R _*
211100 O | 25183 O————
Protein C-terminal [ Fic2] I Hexarengl PP |
Sf‘gm;“;sy{_]_’f;‘ymm Frotein C-terminal, S-famesyl protein | |
e tld ester 5-farmesyl-L-cysteine )| | b3 ? ?
Carotenoid biosynthesis [+ ——— —— 25130 0 } tritrans, heptacis- lPhytyl—FP | Moma- -
Hephprenl PP | Undecapueuyh-PP | | prenyl-]
| | |
|
e e o ——— 04— ———ca—{i5T 25190 O——— : }
ditrans polyeis Dehydro Octaprenyl PP | | |
Polypreno dohichol PP I v ©
|
- O —— Ubiquinone and other
< 25131 25191 o = m;gm]-drqujmmbmm&ms
di-trans, polycis- Decaprengl-PP
Undecaprenyd-FP

Figure S2. Proteins functioning in the terpenoid backbone synthesis in Santalales.

This map is a coloured metabolic map "Terpenoid backbone synthesis" from the KEGG
database. Rectangles are proteins, circles are metabolites, lines are reactions, dashed lines are
poorly studied reactions. Numbers in the rectangles are Enzyme Commission (EC) numbers,
The presence of colours in the rectangles, from left
to right, denotes the presence of a transcript of the corresponding protein in: Rhopalocnemis
phalloides, Balanophora fungosa, Daenikera sp., Dendropemon caribaeus, Malania oleifera.
For example, the transcript of the protein with the EC code 2.7.1.148 is likely absent in

words in the rectangles are protein symbols.

Rhopalocnemis phalloides and Balanophora fungosa, but present in Daenikera sp.,

Dendropemon caribaeus, Malania oleifera.
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Figure S3. Proteins functioning in the ubiquinone and other terpenoid-quinone biosynthesis in

Santalales.

This map is a coloured metabolic map "Ubiquinone and other terpenoid-quinone biosynthesis"
proteins, circles are metabolites, lines are reactions,
Numbers in the rectangles are Enzyme Commission
near them are protein symbols. The presence of colours
in the rectangles, from left to right, denotes the presence of a transcript of the corresponding
protein in: Rhopalocnemis phalloides, Balanophora fungosa, Daenikera sp., Dendropemon

, the transcript of the protein with the EC code
4.2.1.113 is likely absent in Rhopalocnemis phalloides and Balanophora fungosa, but present in

from the KEGG database. Rectangles are
dashed lines are poorly studied reactions.
(EC) numbers, words in the rectangles or

caribaeus, Malania oleifera. For example

Daenikera sp., Dendropemon caribaeus, Malania oleifera.
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Figure S4. Proteins functioning in the carotenoid biosynthesis in Santalales.

This map is a coloured metabolic map "Carotenoid biosynthesis" from the KEGG database.
Rectangles are proteins, circles are metabolites, lines are reactions, dashed lines are poorly
studied reactions. Numbers in the rectangles are Enzyme Commission (EC) numbers, words in
the rectangles or near them are protein symbols. The presence of colours in the rectangles, from
left to right, denotes the presence of a transcript of the corresponding protein in: Rhopalocnemis
phalloides, Balanophora fungosa, Daenikera sp., Dendropemon caribaeus, Malania oleifera.
For example, the transcript of the protein LUTS is likely absent in Rhopalocnemis phalloides and
Balanophora fungosa, but present in Daenikera sp., Dendropemon caribaeus, Malania oleifera.



