Supplementary Table 3. GO enrichment in the CC with the selected 10 terms in the cyan module.



GO, gene ontology; CC, cellular component.
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ID DescriptionGeneRatioBgRatio pvalue p.adjust qvalue geneID Count

GO:0005759mitochondrial matrix 0.21053 0.02423 2.88E-06 0.00013 7.06E-05NDUFB8/ISCU/PPIF/FDX1/PYCR1/PDE12/ACADL/OTC 8

GO:0045259proton-transporting ATP synthase complex 0.07895 0.00128 1.52E-05 0.00031 0.00018ATP8/PPIF/ATP5S 3

GO:0098800inner mitochondrial membrane protein complex 0.10526 0.00754 0.00019 0.00322 0.00181NDUFB8/ND2/ATP8/PPIF 4

GO:0005753mitochondrial proton-transporting ATP synthase complex 0.05263 0.00123 0.00099 0.00927 0.00521ATP8/PPIF 2

GO:0005782peroxisomal matrix 0.05263 0.0023 0.00345 0.02218 0.01247ACAA1/CROT 2

GO:0030964NADH dehydrogenase complex 0.05263 0.00273 0.00482 0.02611 0.01467NDUFB8/ND2 2

GO:0098803respiratory chain complex 0.05263 0.00455 0.01291 0.05115 0.02875NDUFB8/ND2 2

GO:0044439peroxisomal part 0.05263 0.00492 0.01501 0.0544 0.03058ACAA1/CROT 2

GO:0005746mitochondrial respiratory chain 0.05263 0.00497 0.01532 0.0544 0.03058NDUFB8/ND2 2

GO:1990204oxidoreductase complex 0.05263 0.00599 0.02173 0.06514 0.03661NDUFB8/ND2 2
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		ID		Description		GeneRatio		BgRatio		pvalue		p.adjust		qvalue		geneID		Count

		GO:0005759		mitochondrial matrix		0.210526316		0.02422719		2.88E-06		0.000125666		7.06E-05		NDUFB8/ISCU/PPIF/FDX1/PYCR1/PDE12/ACADL/OTC		8

		GO:0045259		proton-transporting ATP synthase complex		0.078947368		0.00128356		1.52E-05		0.000313503		0.000176215		ATP8/PPIF/ATP5S		3

		GO:0098800		inner mitochondrial membrane protein complex		0.105263158		0.007540913		0.000187419		0.003217359		0.001808429		NDUFB8/ND2/ATP8/PPIF		4

		GO:0005753		mitochondrial proton-transporting ATP synthase complex		0.052631579		0.001230078		0.000990462		0.009274327		0.005212959		ATP8/PPIF		2

		GO:0005782		peroxisomal matrix		0.052631579		0.002299711		0.003445794		0.022182298		0.012468333		ACAA1/CROT		2

		GO:0030964		NADH dehydrogenase complex		0.052631579		0.002727564		0.004815852		0.026106986		0.014674341		NDUFB8/ND2		2

		GO:0098803		respiratory chain complex		0.052631579		0.004545941		0.012912686		0.051154102		0.028752944		NDUFB8/ND2		2

		GO:0044439		peroxisomal part		0.052631579		0.004920312		0.015006661		0.054401792		0.030578421		ACAA1/CROT		2

		GO:0005746		mitochondrial respiratory chain		0.052631579		0.004973794		0.015317009		0.054401792		0.030578421		NDUFB8/ND2		2

		GO:1990204		oxidoreductase complex		0.052631579		0.005989945		0.021725828		0.065141341		0.036614959		NDUFB8/ND2		2






