Supplementary Table 4. GO enrichment in the CC with the selected 10 terms in the blue module.




GO, gene ontology; CC, cellular component.
image1.emf
ID DescriptionGeneRatioBgRatio pvalue p.adjust qvalue geneID Count

GO:0098798mitochondrial protein complex 0.23438 0.01407 2.39E-28 1.98E-26 1.57E-26COX6A1/COX4I1/UQCRQ/COX5B/MRPS24/NDUFV2/MRPS18B/MRPL40/COX5A/MRPL46/MRPS6/NDUFA11/NDUFS1/TIMM23/NDUFB7/MRPL15/MRPL34/MRPL24/MRPS22/MRPL47/ETFDH/MRPL50/MRPL37/TIMM17B/PNPT1/POLG/DNAJC19/BCKDHB/SUCLG2/APOOL 30

GO:0005761mitochondrial ribosome 0.09375 0.00455 5.40E-13 2.24E-11 1.78E-11MRPS24/MRPS18B/MRPL40/MRPL46/MRPS6/MRPL15/MRPL34/MRPL24/MRPS22/MRPL47/MRPL50/MRPL37 12

GO:0070469respiratory chain 0.07813 0.00535 1.63E-09 3.38E-08 2.68E-08COX6A1/COX4I1/UQCRQ/COX5B/NDUFV2/COX5A/NDUFA11/NDUFS1/TTC19/NDUFB7 10

GO:1990204oxidoreductase complex 0.0625 0.00599 1.01E-06 1.20E-05 9.53E-06UQCRQ/NDUFV2/PDHA1/NDUFA11/NDUFS1/NDUFB7/ETFDH/BCKDHB 8

GO:0070069cytochrome complex 0.03906 0.00176 2.83E-06 2.93E-05 2.33E-05COX6A1/COX4I1/UQCRQ/COX5B/COX5A 5

GO:0005751mitochondrial respiratory chain complex IV 0.03125 0.00091 4.65E-06 4.54E-05 3.60E-05COX6A1/COX4I1/COX5B/COX5A 4

GO:0098573intrinsic component of mitochondrial membrane 0.03906 0.0038 0.00013 0.00078 0.00061TIMM23/ETFDH/TIMM17B/SCO1/APOOL 5

GO:0030964NADH dehydrogenase complex 0.03125 0.00273 0.00041 0.00226 0.00179NDUFV2/NDUFA11/NDUFS1/NDUFB7 4

GO:0045239tricarboxylic acid cycle enzyme complex 0.01563 0.0007 0.00345 0.01685 0.01336BCKDHB/SUCLG2 2

GO:0031301integral component of organelle membrane 0.03906 0.00947 0.00746 0.03438 0.02725TIMM23/ETFDH/TIMM17B/SCO1/APOOL 5
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		ID		Description		GeneRatio		BgRatio		pvalue		p.adjust		qvalue		geneID		Count

		GO:0098798		mitochondrial protein complex		0.234375		0.014065675		2.39E-28		1.98E-26		1.57E-26		COX6A1/COX4I1/UQCRQ/COX5B/MRPS24/NDUFV2/MRPS18B/MRPL40/COX5A/MRPL46/MRPS6/NDUFA11/NDUFS1/TIMM23/NDUFB7/MRPL15/MRPL34/MRPL24/MRPS22/MRPL47/ETFDH/MRPL50/MRPL37/TIMM17B/PNPT1/POLG/DNAJC19/BCKDHB/SUCLG2/APOOL		30

		GO:0005761		mitochondrial ribosome		0.09375		0.004545941		5.40E-13		2.24E-11		1.78E-11		MRPS24/MRPS18B/MRPL40/MRPL46/MRPS6/MRPL15/MRPL34/MRPL24/MRPS22/MRPL47/MRPL50/MRPL37		12

		GO:0070469		respiratory chain		0.078125		0.005348166		1.63E-09		3.38E-08		2.68E-08		COX6A1/COX4I1/UQCRQ/COX5B/NDUFV2/COX5A/NDUFA11/NDUFS1/TTC19/NDUFB7		10

		GO:1990204		oxidoreductase complex		0.0625		0.005989945		1.01E-06		1.20E-05		9.53E-06		UQCRQ/NDUFV2/PDHA1/NDUFA11/NDUFS1/NDUFB7/ETFDH/BCKDHB		8

		GO:0070069		cytochrome complex		0.0390625		0.001764895		2.83E-06		2.93E-05		2.33E-05		COX6A1/COX4I1/UQCRQ/COX5B/COX5A		5

		GO:0005751		mitochondrial respiratory chain complex IV		0.03125		0.000909188		4.65E-06		4.54E-05		3.60E-05		COX6A1/COX4I1/COX5B/COX5A		4

		GO:0098573		intrinsic component of mitochondrial membrane		0.0390625		0.003797198		0.000126059		0.000775029		0.000614322		TIMM23/ETFDH/TIMM17B/SCO1/APOOL		5

		GO:0030964		NADH dehydrogenase complex		0.03125		0.002727564		0.000408199		0.0022587		0.001790346		NDUFV2/NDUFA11/NDUFS1/NDUFB7		4

		GO:0045239		tricarboxylic acid cycle enzyme complex		0.015625		0.000695262		0.003452119		0.016854461		0.013359592		BCKDHB/SUCLG2		2

		GO:0031301		integral component of organelle membrane		0.0390625		0.009466253		0.00745682		0.034384224		0.027254458		TIMM23/ETFDH/TIMM17B/SCO1/APOOL		5






