Supplementary Table 6. GO enrichment in the MF with the selected 10 terms in the blue module.




GO, gene ontology; MF, molecular function.
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ID DescriptionGeneRatioBgRatio pvalue p.adjust qvalue geneID Count

GO:0003735structural constituent of ribosome 0.10569 0.00923 1.11E-10 3.28E-08 2.70E-08MRPS24/MRPS18B/MRPL46/MRPS6/MRPS25/MRPL15/MRPL34/MRPL24/MRPS22/MRPL47/MRPL37/MRPS23/MRPS30 13

GO:0004812aminoacyl-tRNA ligase activity 0.04065 0.00251 1.36E-05 0.00064 0.00053CARS2/RARS2/POLG2/YARS2/MARS2 5

GO:0004129cytochrome-c oxidase activity 0.03252 0.0016 4.13E-05 0.00122 0.001COX6A1/COX4I1/COX5B/COX5A 4

GO:0016651oxidoreductase activity, acting on NAD(P)H 0.04065 0.00644 0.0012 0.01766 0.01449NDUFV2/ECSIT/NDUFS1/NDUFB7/CYB5R1 5

GO:0008137NADH dehydrogenase (ubiquinone) activity 0.02439 0.00262 0.0041 0.04127 0.03387NDUFV2/NDUFS1/NDUFB7 3

GO:0008320protein transmembrane transporter activity 0.01626 0.00097 0.00619 0.05215 0.0428TIMM23/TIMM17B 2

GO:0016831carboxy-lyase activity 0.01626 0.00211 0.02766 0.15113 0.12403FAHD1/BCKDHB 2

GO:0009055electron transfer activity 0.0813 0.0065 7.28E-09 9.00E-07 7.38E-07COX6A1/COX4I1/UQCRQ/COX5B/NDUFV2/COX5A/NDUFS1/ETFA/PTGES2/ETFDH 10

GO:0051540metal cluster binding 0.04065 0.00365 8.54E-05 0.00194 0.00159NDUFV2/NDUFS1/ETFDH/FECH/FXN 5

GO:0016614oxidoreductase activity, acting on CH-OH group of donors 0.04878 0.00786 0.00042 0.00736 0.00604HIBADH/HADH/HSD17B8/LDHD/SPR/RDH13 6
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		ID		Description		GeneRatio		BgRatio		pvalue		p.adjust		qvalue		geneID		Count

		GO:0003735		structural constituent of ribosome		0.105691057		0.009231821		1.11E-10		3.28E-08		2.70E-08		MRPS24/MRPS18B/MRPL46/MRPS6/MRPS25/MRPL15/MRPL34/MRPL24/MRPS22/MRPL47/MRPL37/MRPS23/MRPS30		13

		GO:0004812		aminoacyl-tRNA ligase activity		0.040650407		0.002507408		1.36E-05		0.000642597		0.000527377		CARS2/RARS2/POLG2/YARS2/MARS2		5

		GO:0004129		cytochrome-c oxidase activity		0.032520325		0.001595623		4.13E-05		0.001218769		0.001000239		COX6A1/COX4I1/COX5B/COX5A		4

		GO:0016651		oxidoreductase activity, acting on NAD(P)H		0.040650407		0.00643948		0.001197284		0.017659932		0.014493432		NDUFV2/ECSIT/NDUFS1/NDUFB7/CYB5R1		5

		GO:0008137		NADH dehydrogenase (ubiquinone) activity		0.024390244		0.002621381		0.004095322		0.041269833		0.033869979		NDUFV2/NDUFS1/NDUFB7		3

		GO:0008320		protein transmembrane transporter activity		0.016260163		0.000968771		0.006186825		0.052146099		0.042796085		TIMM23/TIMM17B		2

		GO:0016831		carboxy-lyase activity		0.016260163		0.002108502		0.027663782		0.151126217		0.124028653		FAHD1/BCKDHB		2

		GO:0009055		electron transfer activity		0.081300813		0.006496467		7.28E-09		9.00E-07		7.38E-07		COX6A1/COX4I1/UQCRQ/COX5B/NDUFV2/COX5A/NDUFS1/ETFA/PTGES2/ETFDH		10

		GO:0051540		metal cluster binding		0.040650407		0.003647139		8.54E-05		0.001938368		0.001590811		NDUFV2/NDUFS1/ETFDH/FECH/FXN		5

		GO:0016614		oxidoreductase activity, acting on CH-OH group of donors		0.048780488		0.007864144		0.000424376		0.007364177		0.00604375		HIBADH/HADH/HSD17B8/LDHD/SPR/RDH13		6






