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Table S.4. Results from neutrality tests, Tajima’s D and Fu’s F calculated for Cyt-b, D-loop and DBY regions for Leptonycteris yerbabuenae. 

	Statistics
	 
	Cyt-b
	D-loop
	 DBY

	Tajima's D test 

	 
	 Sample size
	213
	153
	132

	 
	S
	311
	168
	408

	 
	Pi
	23.79675
	15.03096
	176.50937

	 
	Tajima's D 
	-1.73241
	-1.60453
	4.49574

	 
	Tajima's D p-value     
	0.007*
	0.023*
	0.999

	Fu's FS test

	 
	No. of alleles  
	72
	43
	98

	 
	 Theta_pi 
	23.79675
	15.03096
	176.50937

	 
	Exp. no. of alleles    
	55.1299
	36.74605
	98.77324

	 
	FS    
	-5.86524
	-2.0515
	0.44674

	 
	FS p-value    
	0.19
	0.377
	0.879


* Indicates statistically significant values (p<0.05) 

