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Length se Length CpG
(Bases) quence (Bases) motifs Sequence
=5 TTCGTF L=10 2 x CpG [TTCGTTTCGTF
L=6 TTCGTTF L=12 2 x CpG |TTCGTTTTCGTTF
=7 TTTCGTTF L=14 2 x CpG |TTCGTTTTTCGTTTF
1=8 TTTCGTTTE L=15 2 x CpG |TTTCGTTTTTTCGTTTF
=9 TTTTCGTTTE L=18 2 x CpG |TTTCGTTTTTTTCGTTTTF
L=10 TTTTCGTTTTF L=21 3 x CpG |TTCGTTTTTCGTTTTTCGTTTE
L=12 TTTTTCGTTTTTE L=24 4 x CpG |TTCGTTTTCGTTTTCGTTTTCGTTF
L=14 TTTTTTCGTTTTTTE L=30 3 x CpG |TTTTCGTTTTTTTTCGTTTTTTTTCGTTTTE
L=16 TTTTTTTCGTTTTTTTE L=36 4 x CpG |TTTCGTTTTTTCGITTITTCGTTITTTCGTTTE
L=18 TTTTTTTTCCTTTTTTTTE L=40 4 x CpG |TTTTCGTTTTTTTTCGTTTTTTTTCGTTTTTTTTCGTTTTE
L=21 TTTTTTTTTTCGTTTTTTTTTE
L=24 TTTTTTTTTTTCGTTTTTTTTTTTE
1L=28 TTTTTTTTTTTTTCGTTTTTTTTTTTTTE
L=30 TTTTTTTTTTTTTTCGTTTTTTTTTTTTTTE
=32 TTTTTTTTTTTTTTTCGTTTTTTTTTTTTTTTE
L=35 TTTTTTTTTTTTTTTTTCGTTTTTTTTTTTTTTTTE
L=40 TTTTTTTTTTTTTTTTTTTCGTTTTTTTTTTTTTTTTTTTE
C D
Core Core
Intergli).(s;tance Sequence Length Sequence Repeats Full Sequence
CpG-ID = 1 TTTTCGTCGTTTTTF 1x TTCGTF
CpG-ID = 2 TTTTCGTTCGTTTTF pentamer |TTceT 2x TTCGTTTCGTF
CpG-ID = 3 TTTCGTTTCGTTTTF 3x TTCGTTTCGTTTCGTF
CpG-ID = 4 TTTCGTTTTCGTTTF 4x TTCGTTTCGTTTCGTTTCGTF
CpG-ID = 5 TTCGTTTTTCGTTTF 1x TTCGTTF
CpG-ID = 6 TTCGTTTTTTCGTTF Hexamer |TTceTT 2x TTCGTTTTCGTTF
CpG-ID = 7 TCGTTTTTTTCGTTF 3x TTCGTTTTCGTTTTCGTTF
CpG-ID = 8 TCGTTTTTTTTCGTF 4x TTCGTTTTCGTTTTCGTTTTCGTTF
1x TTTCGTTF
E Heptamer |TTTCGTT 2x TTTCGTTTTTCGTTF
3x TTTCGTTTTTCGTTTTTCGTTF
4x TTTCGTTTTTCGTTTTTCGTTTTTCGTTE
— 1x TTTCGTTTF
g octoamer |rrTCeTTT 2% :::gi:;:ETCGTMF
Z 5 0] 3x TCGTTTTTTCGTTTF
(@] o ' 4x TTTCGTTTTTTCGTTTTTTCGTTTTTTCGTTTE
ED Q 1x TTTTCGTTTF
8— ‘i 05 Nonamer |TrTTceTTT |2% TTTTCGTTTTTTTCGTTTF
© 3x TTTTCGTTTTTTTCGTTTTTTTCGTTTF
< 4x TTTTCGTTTTTTTCGTTTTTTTCGTTTTTTTCGTTTF
1x TTTTCGTTTTF
0.0 ; é :I; alt é é ; é pecamer |TTTTCGTTTT ix TTTTCGTTTTTTTTCGTTTTF
X TTTTCGTTTTTTTTCGTTTTTTTTCGTTTTF
CpGrinterdistance (bases) 4x TTTTCGTTTTTTTTCGTTTTTTTTCGTTTTTTTTCGTTTTF




