
22.5

25.0

27.5

30.0

20
10
−0

1

20
10
−0

7

20
11
−0

1

20
11
−0

7

20
12
−0

1

20
12
−0

7

20
13
−0

1

20
13
−0

7

20
14
−0

1

20
14
−0

7

20
15
−0

1

20
15
−0

7

20
16
−0

1

20
16
−0

7

20
17
−0

1

20
17
−0

7

20
18
−0

1

20
18
−0

7

20
19
−0

1

20
19
−0

7

20
20
−0

1

Date

Te
m

pe
ra

tu
re

 (°
C

)

Actual data
Fitted data

−0.02

0.00

0.02

0 100 200 300
Day of the year

D
er

iva
tiv

e

Year
2010
2011
2012
2013
2014
2015
2016
2017
2018
2019

A)

B)

Figure S1.  Delineating seasons in KByT. (A) Harmonic mean function fit to sea surface water 
temperature from Kāneʻohe Bay, Hawaiʻi. (B) Annual time-derivate for all 10 years of data.
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Figure S2. Phylogenetic analysis of SAR11 16S rRNA gene ASVs recovered through
 KByT. Cultivated isolates are indicated by “str.” (strain). Genbank accession numbers
 for reference sequences are included in parentheses.
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Figure S8. Frequency of detection of SAR11 ASVs across subclades and environments. 
Sample size per environment of KByT included coastal (n=120), transition (n=40),
 and offshore (n=40). 
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Figure S9. Correlation analysis of SAR11 subclades, dominant SAR11 ASVs, picocyanobacteria, and environmental parameters. 
Spearman’s Rank correlation coefficients between variance stabilized transformed DESeq2 normalized abundances of SAR11 subclades, 
dominant SAR11 ASVs, and picocyanobacterial and environmental parameters are shown. The dendrogram was built from a matrix of the 
correlation coefficients, clustering these correlated variables into two main groups- those associated to offshore conditions and those
 associated to coastal conditions.
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