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Figure S3. Comparison of amino acid sequences of ORF3 gene. There were four
substitutions at aa positions L > S%, | > v 1C > F1% and D > N that found in
PEDV-VN (IBT/VN/2018, KCHY, VAP, and JFP) strains and GD1/CN/2011/JX647847,
GDA/CN/2012/3X112709, CH Hubei/CN/2016/KY 928065, and
CBR1/Thailand/2014/KR610993 strains compared to other strains.



