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> Performance of the algorithm for Regular and Complete Graphs
s Results for cod-rna
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Figure 1. Iterations, total training and scaled communication time for Cod—rna using regular graphs.
(A) Iterations, (B) Training time, and (C) Scaled communication time during training.
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4

Results for Seismic
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Figure 2. Iterations, total training and scaled communication time for Seismic using regular graphs.
(A) Iterations, (B) Training time, and (C) Scaled communication time during training.
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5

Results for pre-miRNAs
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Figure 3. Iterations, total training and scaled communication time for pre—miRNAs using regular
graphs. (A) Iterations, (B) Training time, and (C) Scaled communication time during training.
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s Number of iteration and scaled communication time for higher degree graphs
7 Results for Susy and Cod-rna
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Figure 4. Iterations for regular and mean degree graphs for Susy and Cod-rna datasets using 240
graph nodes. (A) Number of iteration for different degrees for Susy and (B) Number of iteration for
different degrees for Cod—-rna.
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Results for Susy and Cod-rn
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Figure 5. Scaled communication time for different degrees for Susy and Cod—rna using 240 graph
nodes. (A) Scaled communication time for Susy and (B) Scaled communication time for Cod—-rna.
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» DIFFERENCE BETWEEN THE RESULTS OF EACH NODE VJ AND THE AV-
» ERAGE RESULTS OF THE NEIGHBOURING NODES V
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Figure 6. The difference between the result of node j, V;, with the average result of its neighboring
nodes, V;, i.e., |V; — V;|, per iteration for Susy and Cod-rna datasets using regular graphs and 240
graph nodes. (A) |V; —Vj| per iteration for Susy and (B) |V; —Vj| per iteration for Cod-rna.
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Figure 7. The difference between the result of node j,

|Vj-Vi| for covtype400k
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