Metabarcoding of the phytotelmata of Pseudalcantarea grandis (Bromeliaceae) from an arid zone
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	Putative metabolic function
	Code

	Aerobic ammonia oxidation
	AeAO

	Aerobic chemoheterotrophy
	AeCh

	Aerobic nitrite oxidation
	ANi0

	Aliphatic non methane hydrocarbon degradation
	AMHD

	Anammox
	Anam

	Animal parasites or symbionts
	APoS

	Anoxygenic photoautotrophy
	AnPh

	Anoxygenic photoautotrophy H1 oxidizing
	APHO

	Anoxygenic photoautotrophy S oxidizing
	APSO

	Aromatic compound degradation
	ArCD

	Aromatic hydrocarbon degradation
	ArHD

	Arsenate respiration
	ArRe

	Cellulolysis
	Cell

	Chitinolysis
	Chit

	Dark hydrogen oxidation
	DHyO

	Dark iron oxidation
	DIrO

	Dark oxidation of sulfur compounds
	DOSC

	Dark thiosulfate oxidation
	DThO

	Fermentation
	Ferm

	Fumarate respiration
	FuRe

	Hydrocarbon degradation
	HyDe

	Intracellular parasites
	IncP

	Invertebrate parasites
	InvP

	Iron respiration
	IrRe

	Knallgas bacteria
	knall

	Ligninolysis
	Lign

	Manganese oxidation
	MaOx

	Methanotrophy
	Meta

	Methylotrophy
	Meth

	Nitrate denitrification
	NiDe

	Nitrate reduction 
	NiRed

	Nitrate respiration
	NiRe

	Nitrogen fixation
	NiFi

	Nitrogen respiration
	NiRe

	Oil bioremediation
	OilB

	Photoautotrophy
	PhoA

	Photoheterotrophy
	Phot

	Plant pathogen
	PlPa

	Predatory or exoparasitic
	PorE

	Reductive acetogenesis
	ReAc

	Sulfate respiration
	SuRe

	Sulfur respiration
	SaRe

	Ureolysis
	Ureo

	Xylanolysis
	Xyla



