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Figure S1 Site information. P. simonii × P. nigra cv. ‘DH1’, PSPNDH2, P. simonii × P. nigra cv. ‘DH2’, PSPNDH3: P. simonii × P. nigra cv. ‘DH3’, PSDH4: P. simonii ‘DH4’, PNDH5: Populus nigra ‘DH5’.
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Figure S2 Phyllosphere bacterial (A) and fungal (B) species rarefaction curve. PSPNDH1: P. simonii × P. nigra cv. ‘DH1’, PSPNDH2, P. simonii × P. nigra cv. ‘DH2’, PSPNDH3: P. simonii × P. nigra cv. ‘DH3’, PSDH4: P. simonii ‘DH4’, PNDH5: Populus nigra ‘DH5’.




Figure S3 Phyllosphere bacterial (A) and fungal (B) community composition at the class level. PSPNDH1: P. simonii × P. nigra cv. ‘DH1’, PSPNDH2, P. simonii × P. nigra cv. ‘DH2’, PSPNDH3: P. simonii × P. nigra cv. ‘DH3’, PSDH4: P. simonii ‘DH4’, PNDH5: Populus nigra ‘DH5’.
B

Dothideomycetes	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	86.183319514796992	74.362572191041437	85.645783658318024	69.15290806646783	82.887633190230147	Sordariomycetes	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	5.4072112489566821	17.660179710268658	4.1458735478615463	14.958891919656804	9.2285024854304858	Tremellomycetes	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	2.2598674861835777	4.5789385312709499	7.0863153512104571	9.4856016747404688	5.2159234131933818	Agaricostilbomycetes	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	2.4469018600802559	0.92035756043683192	1.638354658261266	2.971571587784716	1.309092360381295	others	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	3.7026998899824832	2.4779520069821217	1.4836727843487125	3.4310267513501742	1.3588485507646908	Samples
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Bacilli	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	78.057873693560964	48.818710410836722	37.039583081280981	63.547683722137378	52.302103075137872	Gammaproteobacteria	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	10.280554393297704	24.00854900554026	35.594086020603825	15.10236292264284	31.341421242878788	Actinobacteria	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	7.7119135509092871	20.48713140750046	22.405341996515066	19.805950435495724	14.534869118209931	Alphaproteobacteria	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	1.7799969738985184	5.1630452630315427	3.1850178082539986	0.89125223176812585	1.316569350446708	Bacteroidia	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	0.27968974759588133	0.30490729098382729	0.44258516483338434	0.15454164088047231	9.3270571374989231E-2	Clostridia	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	0.47173124375992159	0.25863577011054423	0.25445961832361175	0.10440580532623356	0.12695267524576032	Thermoleophilia	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	0.23780176270155268	8.4981697146425589E-2	0.14686847055614688	3.9442214844216963E-2	2.0187223593480401E-2	others	PSDH4	PNDH5	PSPNDH1	PSPNDH2	PSPNDH3	1.1804386342761717	0.87403915485019468	0.93205783963298927	0.35436102690501059	0.2646267431124727	Samples
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