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Firmicutes −− c__Clostridia

Firmicutes −− Oscillospiraceae
Bacteroidota −− c__Bacteroidia

Firmicutes −− UCG−010
Bacteroidota −− Muribaculaceae

Firmicutes −− Clostridia_vadinBB60_group
Firmicutes −− Erysipelatoclostridiaceae

Bacteroidota −− Rikenellaceae
Spirochaetota −− Spirochaetaceae

Firmicutes −− [Eubacterium]_coprostanoligenes_group
Firmicutes −− Anaerovoracaceae

Firmicutes −− RF39
Firmicutes −− Izemoplasmatales

Verrucomicrobiota −− WCHB1−41
Firmicutes −− Christensenellaceae
Firmicutes −− Clostridia_UCG−014

Bacteroidota −− p−251−o5
Bacteroidota −− Bacteroidales_BS11_gut_group

Bacteroidota −− Bacteroidales_UCG−001
Firmicutes −− Hungateiclostridiaceae

Bacteroidota −− F082
Firmicutes −− UCG−011

Firmicutes −− Izemoplasmataceae
Bacteroidota −− Marinilabiliaceae

Bacteroidota −− Sphingobacteriaceae
Verrucomicrobiota −− Victivallaceae
k__d__Bacteria −− k__d__Bacteria

Cyanobacteria −− Gastranaerophilales
Bacteroidota −− M2PB4−65_termite_group

Thermoplasmatota −− Methanomethylophilaceae
Halobacterota −− Methanocorpusculaceae

Proteobacteria −− Enterobacteriaceae
Cyanobacteria −− Chloroplast

Firmicutes −− Peptostreptococcaceae
Proteobacteria −− Pasteurellaceae

Firmicutes −− Clostridiaceae
Fusobacteriota −− Fusobacteriaceae

Firmicutes −− Veillonellaceae
Synergistota −− Synergistaceae
Firmicutes −− Anaerofustaceae

Verrucomicrobiota −− vadinBE97
Desulfobacterota −− Bradymonadales

Firmicutes −− o__Oscillospirales
Firmicutes −− Monoglobaceae

Proteobacteria −− Pseudomonadaceae
Firmicutes −− Lactobacillaceae

Firmicutes −− uncultured
Proteobacteria −− Sphingomonadaceae
Campilobacterota −− Helicobacteraceae

Firmicutes −− Enterococcaceae
Bacteroidota −− Chitinophagaceae

Chloroflexi −− Anaerolineaceae
Firmicutes −− c__Firmicutes

Bacteroidota −− Dysgonomonadaceae
Proteobacteria −− Mitochondria

Proteobacteria −− Neisseriaceae
Actinobacteriota −− Coriobacteriales_Incertae_Sedis

Verrucomicrobiota −− Oligosphaeraceae
Euryarchaeota −− Methanobacteriaceae

Firmicutes −− Sedimentibacteraceae
Proteobacteria −− Steroidobacteraceae

Proteobacteria −− Rhizobiaceae
Planctomycetota −− Pirellulaceae

Proteobacteria −− Xanthomonadaceae
Proteobacteria −− Acetobacteraceae

Firmicutes −− Eubacteriaceae
Firmicutes −− o__Peptostreptococcales−Tissierellales

Firmicutes −− uncultured
Actinobacteriota −− 67−14

Actinobacteriota −− Promicromonosporaceae
Proteobacteria −− Caulobacteraceae

Actinobacteriota −− Bifidobacteriaceae
Actinobacteriota −− o__Coriobacteriales

Armatimonadota −− uncultured
Proteobacteria −− Xanthobacteraceae
Firmicutes −− Syntrophomonadaceae

Proteobacteria −− Hafniaceae
Actinobacteriota −− o__Solirubrobacterales

Acidobacteriota −− Vicinamibacteraceae
Proteobacteria −− CCD24

Proteobacteria −− Unknown_Family
Proteobacteria −− Beijerinckiaceae

Actinobacteriota −− Mycobacteriaceae
Myxococcota −− Polyangiaceae
Proteobacteria −− Dongiaceae

Proteobacteria −− uncultured
Firmicutes −− Bacillaceae

Proteobacteria −− Hyphomicrobiaceae
Acidobacteriota −− uncultured
Myxococcota −− bacteriap25

Acidobacteriota −− Blastocatellaceae
Proteobacteria −− o__Rhizobiales

Cyanobacteria −− Vampirovibrionaceae
Firmicutes −− Alicyclobacillaceae

Proteobacteria −− Reyranellaceae
Firmicutes −− Carnobacteriaceae
Firmicutes −− o__Lactobacillales

Firmicutes −− uncultured
Firmicutes −− [Clostridium]_methylpentosum_group

Proteobacteria −− TRA3−20
Firmicutes −− o__Lachnospirales

Proteobacteria −− Inquilinaceae
Actinobacteriota −− Rubrobacteriaceae
Acidobacteriota −− Pyrinomonadaceae

Proteobacteria −− Pseudohongiellaceae
Proteobacteria −− Moraxellaceae

Proteobacteria −− Comamonadaceae
Bacteroidota −− Weeksellaceae

Actinobacteriota −− Pseudonocardiaceae
Bacteroidota −− Williamwhitmaniaceae

Actinobacteriota −− uncultured
Bacteroidota −− Microscillaceae

Proteobacteria −− Oxalobacteraceae
Proteobacteria −− uncultured

Actinobacteriota −− Nocardioidaceae
Patescibacteria −− Saccharimonadales

Acidobacteriota −− Bryobacteraceae
Firmicutes −− Ethanoligenenaceae

Acidobacteriota −− Acidobacteriaceae_(Subgroup_1)
Proteobacteria −− c__Alphaproteobacteria

Proteobacteria −− o__Rickettsiales
Firmicutes −− Aerococcaceae
Firmicutes −− Oscillospirales

Firmicutes −− c__Bacilli
Firmicutes −− o__Veillonellales−Selenomonadales

Proteobacteria −− Rickettsiaceae
Bacteroidota −− Rs−E47_termite_group
Verrucomicrobiota −− Akkermansiaceae
Deferribacterota −− Deferribacteraceae
Proteobacteria −− o__Burkholderiales

Halobacterota −− Methanosarcinaceae
Proteobacteria −− uncultured

Campilobacterota −− Campylobacteraceae
Firmicutes −− Mycoplasmataceae

Verrucomicrobiota −− Puniceicoccaceae
Actinobacteriota −− Eggerthellaceae

Bacteroidota −− uncultured
Proteobacteria −− Paracaedibacteraceae

Actinobacteriota −− uncultured
Firmicutes −− Peptococcaceae

Firmicutes −− uncultured
Proteobacteria −− Succinivibrionaceae

Firmicutes −− Butyricicoccaceae
Proteobacteria −− Sutterellaceae

Actinobacteriota −− Atopobiaceae
Firmicutes −− Streptococcaceae

Firmicutes −− Selenomonadaceae
Proteobacteria −− uncultured

Bacteroidota −− Bacteroidaceae
Desulfobacterota −− Desulfovibrionaceae

Firmicutes −− Erysipelotrichaceae
Firmicutes −− Acholeplasmataceae

Bacteroidota −− Prevotellaceae
Fibrobacterota −− Fibrobacteraceae

Bacteroidota −− Bacteroidales_RF16_group
Firmicutes −− Acidaminococcaceae

Bacteroidota −− Tannerellaceae
Firmicutes −− Ruminococcaceae

Bacteroidota −− o__Bacteroidales
Firmicutes −− Lachnospiraceae

Bacteroidota −− Paludibacteraceae
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