[bookmark: _GoBack]Table S2. Contribution of the communities’ similarities in pairwise comparison within the 14 overlapped main contributors by SIMPER analysis.
	Top contributors
	CCY02 VS CCY05
	CCY02 VS CCY10
	CCY05 VS CCY10

	Bacillus
	3.93%
	3.97%
	1.80%

	Blastococcus
	5.72%
	5.83%
	3.50%

	Bradyrhizobium
	1.47%
	1.16%
	1.62%

	Devosia
	1.12%
	2.12%
	1.77%

	Flavobacterium
	2.22%
	2.05%
	2.27%

	Gaiella
	2.62%
	1.28%
	3.94%

	Marmoricola
	1.26%
	1.51%
	1.55%

	Mesorhizobium
	1.10%
	1.19%
	0.94%

	Nocardioides
	8.66%
	8.04%
	9.01%

	Ohtaekwangia
	3.35%
	1.93%
	2.17%

	Pedobacter
	3.02%
	1.66%
	2.14%

	Saccharibacillus
	1.52%
	1.49%
	1.26%

	Solirubrobacter
	1.95%
	1.94%
	1.52%

	Sphingomonas
	3.59%
	4.72%
	3.41%



