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	source
	target
	interactionType
	p-Val
	weight

	aclB
	1Saccharothrix
	copresence
	0.00 
	0.85 

	acsB
	1Saccharothrix
	copresence
	0.00 
	0.92 

	acsE
	1Saccharothrix
	copresence
	0.00 
	0.81 

	apsA
	1Saccharothrix
	copresence
	0.00 
	0.83 

	CDH
	1Saccharothrix
	copresence
	0.01 
	0.66 

	chiA
	1Saccharothrix
	copresence
	0.00 
	0.83 

	gdh
	1Saccharothrix
	copresence
	0.00 
	0.72 

	glx
	1Saccharothrix
	copresence
	0.00 
	0.70 

	IsoP
	1Saccharothrix
	copresence
	0.00 
	0.81 

	korA
	1Saccharothrix
	copresence
	0.00 
	0.77 

	lig
	1Saccharothrix
	copresence
	0.00 
	0.85 

	manA
	1Saccharothrix
	copresence
	0.00 
	0.85 

	napA
	1Saccharothrix
	copresence
	0.00 
	0.73 

	nifH
	1Saccharothrix
	copresence
	0.00 
	0.83 

	nosZ1
	1Saccharothrix
	copresence
	0.00 
	0.80 

	SoxY
	1Saccharothrix
	copresence
	0.00 
	0.79 

	xylA
	1Saccharothrix
	copresence
	0.00 
	0.79 

	1Saccharothrix
	amoA1
	copresence
	0.00 
	0.78 

	1Saccharothrix
	amoB
	copresence
	0.00 
	0.83 

	1Saccharothrix
	amyA
	copresence
	0.00 
	0.84 

	1Saccharothrix
	amyX
	copresence
	0.00 
	0.88 

	1Saccharothrix
	apu
	copresence
	0.00 
	0.77 

	1Saccharothrix
	bpp
	copresence
	0.00 
	0.71 

	1Saccharothrix
	cphy
	copresence
	0.00 
	0.74 

	1Saccharothrix
	dsrA
	copresence
	0.00 
	0.79 

	1Saccharothrix
	dsrB
	copresence
	0.00 
	0.95 

	1Saccharothrix
	gam
	copresence
	0.00 
	0.82 

	1Saccharothrix
	hao
	copresence
	0.00 
	0.78 

	1Saccharothrix
	hzsB
	copresence
	0.00 
	0.74 

	1Saccharothrix
	mct
	copresence
	0.00 
	0.79 

	1Saccharothrix
	mnp
	copresence
	0.00 
	0.83 

	1Saccharothrix
	naglu
	copresence
	0.00 
	0.73 

	1Saccharothrix
	narG
	copresence
	0.00 
	0.76 

	1Saccharothrix
	nasA
	copresence
	0.00 
	0.85 

	1Saccharothrix
	nirK1
	copresence
	0.00 
	0.83 

	1Saccharothrix
	nirK2
	copresence
	0.00 
	0.81 

	1Saccharothrix
	nirS1
	copresence
	0.00 
	0.79 

	1Saccharothrix
	nirS2
	copresence
	0.00 
	0.81 

	1Saccharothrix
	nirS3
	copresence
	0.00 
	0.84 

	1Saccharothrix
	phoX
	copresence
	0.00 
	0.85 

	1Saccharothrix
	pox
	copresence
	0.00 
	0.70 

	1Saccharothrix
	pqqC
	copresence
	0.01 
	0.66 

	1Saccharothrix
	smtA
	copresence
	0.00 
	0.86 

	1Saccharothrix
	YedZ
	copresence
	0.00 
	0.79 

	aclB
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.78 

	acsB
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.77 

	acsE
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.83 

	amoA1
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.83 

	amyX
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.86 

	apsA
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.86 

	bpp
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.80 

	chiA
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.80 

	IsoP
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.83 

	mct
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.86 

	napA
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.78 

	narG
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.85 

	nasA
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.80 

	nosZ1
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.81 

	phoX
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.80 

	SoxY
	2Planomicrobium
	mutualExclusion
	0.00 
	-0.84 

	2Planomicrobium
	amoB
	mutualExclusion
	0.00 
	-0.87 

	2Planomicrobium
	amyA
	mutualExclusion
	0.00 
	-0.82 

	2Planomicrobium
	apu
	mutualExclusion
	0.00 
	-0.87 

	2Planomicrobium
	CDH
	mutualExclusion
	0.00 
	-0.73 

	2Planomicrobium
	cphy
	mutualExclusion
	0.00 
	-0.91 

	2Planomicrobium
	dsrA
	mutualExclusion
	0.00 
	-0.76 

	2Planomicrobium
	gam
	mutualExclusion
	0.00 
	-0.84 

	2Planomicrobium
	gdh
	mutualExclusion
	0.00 
	-0.72 

	2Planomicrobium
	glx
	mutualExclusion
	0.00 
	-0.74 

	2Planomicrobium
	hao
	mutualExclusion
	0.00 
	-0.87 

	2Planomicrobium
	hzsB
	mutualExclusion
	0.00 
	-0.83 

	2Planomicrobium
	korA
	mutualExclusion
	0.00 
	-0.86 

	2Planomicrobium
	lig
	mutualExclusion
	0.00 
	-0.83 

	2Planomicrobium
	manA
	mutualExclusion
	0.00 
	-0.83 

	2Planomicrobium
	mnp
	mutualExclusion
	0.00 
	-0.86 

	2Planomicrobium
	naglu
	mutualExclusion
	0.01 
	-0.67 

	2Planomicrobium
	nifH
	mutualExclusion
	0.00 
	-0.82 

	2Planomicrobium
	nirK1
	mutualExclusion
	0.00 
	-0.80 

	2Planomicrobium
	nirK2
	mutualExclusion
	0.00 
	-0.80 

	2Planomicrobium
	nirK3
	mutualExclusion
	0.00 
	-0.74 

	2Planomicrobium
	nirS1
	mutualExclusion
	0.00 
	-0.80 

	2Planomicrobium
	nirS2
	mutualExclusion
	0.00 
	-0.82 

	2Planomicrobium
	nirS3
	mutualExclusion
	0.00 
	-0.81 

	2Planomicrobium
	smtA
	mutualExclusion
	0.00 
	-0.79 

	2Planomicrobium
	xylA
	mutualExclusion
	0.00 
	-0.71 

	2Planomicrobium
	YedZ
	mutualExclusion
	0.00 
	-0.87 

	aclB
	3Edaphobaculum
	copresence
	0.00 
	0.75 

	acsA
	3Edaphobaculum
	copresence
	0.01 
	0.65 

	acsB
	3Edaphobaculum
	copresence
	0.00 
	0.77 

	acsE
	3Edaphobaculum
	copresence
	0.00 
	0.73 

	apsA
	3Edaphobaculum
	copresence
	0.00 
	0.72 

	bpp
	3Edaphobaculum
	copresence
	0.00 
	0.72 

	chiA
	3Edaphobaculum
	copresence
	0.00 
	0.74 

	IsoP
	3Edaphobaculum
	copresence
	0.00 
	0.73 

	lig
	3Edaphobaculum
	copresence
	0.00 
	0.72 

	mnp
	3Edaphobaculum
	copresence
	0.00 
	0.72 

	narG
	3Edaphobaculum
	copresence
	0.00 
	0.72 

	nasA
	3Edaphobaculum
	copresence
	0.00 
	0.73 

	nirS2
	3Edaphobaculum
	copresence
	0.00 
	0.74 

	nirS3
	3Edaphobaculum
	copresence
	0.00 
	0.74 

	smtA
	3Edaphobaculum
	copresence
	0.00 
	0.76 

	3Edaphobaculum
	amoA1
	copresence
	0.00 
	0.75 

	3Edaphobaculum
	amoB
	copresence
	0.00 
	0.72 

	3Edaphobaculum
	amyA
	copresence
	0.00 
	0.78 

	3Edaphobaculum
	apu
	copresence
	0.00 
	0.72 

	3Edaphobaculum
	CDH
	copresence
	0.00 
	0.76 

	3Edaphobaculum
	dsrA
	copresence
	0.00 
	0.72 

	3Edaphobaculum
	dsrB
	copresence
	0.00 
	0.79 

	3Edaphobaculum
	gam
	copresence
	0.00 
	0.73 

	3Edaphobaculum
	glx
	copresence
	0.00 
	0.78 

	3Edaphobaculum
	hao
	copresence
	0.00 
	0.74 

	3Edaphobaculum
	hzsB
	copresence
	0.00 
	0.77 

	3Edaphobaculum
	korA
	copresence
	0.00 
	0.73 

	3Edaphobaculum
	manA
	copresence
	0.00 
	0.73 

	3Edaphobaculum
	mct
	copresence
	0.00 
	0.72 

	3Edaphobaculum
	napA
	copresence
	0.00 
	0.72 

	3Edaphobaculum
	nifH
	copresence
	0.01 
	0.68 

	3Edaphobaculum
	nirK1
	copresence
	0.00 
	0.77 

	3Edaphobaculum
	nirK2
	copresence
	0.00 
	0.72 

	3Edaphobaculum
	nirS1
	copresence
	0.00 
	0.70 

	3Edaphobaculum
	nosZ1
	copresence
	0.00 
	0.75 

	3Edaphobaculum
	phoX
	copresence
	0.00 
	0.77 

	3Edaphobaculum
	pox
	copresence
	0.00 
	0.81 

	3Edaphobaculum
	SoxY
	copresence
	0.00 
	0.73 

	3Edaphobaculum
	xylA
	copresence
	0.00 
	0.75 

	3Edaphobaculum
	YedZ
	copresence
	0.00 
	0.73 

	amoB
	4Nitrosospira
	mutualExclusion
	0.00 
	-0.76 

	amyX
	4Nitrosospira
	mutualExclusion
	0.00 
	-0.72 

	dsrA
	4Nitrosospira
	mutualExclusion
	0.00 
	-0.76 

	korA
	4Nitrosospira
	mutualExclusion
	0.00 
	-0.74 

	lig
	4Nitrosospira
	mutualExclusion
	0.00 
	-0.73 

	mct
	4Nitrosospira
	mutualExclusion
	0.01 
	-0.67 

	mnp
	4Nitrosospira
	mutualExclusion
	0.00 
	-0.77 

	narG
	4Nitrosospira
	mutualExclusion
	0.00 
	-0.76 

	nirS1
	4Nitrosospira
	mutualExclusion
	0.00 
	-0.76 

	nirS2
	4Nitrosospira
	mutualExclusion
	0.00 
	-0.80 

	nirS3
	4Nitrosospira
	mutualExclusion
	0.00 
	-0.83 

	xylA
	4Nitrosospira
	mutualExclusion
	0.01 
	-0.66 

	4Nitrosospira
	aclB
	mutualExclusion
	0.01 
	-0.67 

	4Nitrosospira
	acsB
	mutualExclusion
	0.00 
	-0.71 

	4Nitrosospira
	acsE
	mutualExclusion
	0.01 
	-0.66 

	4Nitrosospira
	amoA1
	mutualExclusion
	0.01 
	-0.69 

	4Nitrosospira
	amyA
	mutualExclusion
	0.01 
	-0.66 

	4Nitrosospira
	apsA
	mutualExclusion
	0.00 
	-0.77 

	4Nitrosospira
	apu
	mutualExclusion
	0.00 
	-0.73 

	4Nitrosospira
	bpp
	mutualExclusion
	0.00 
	-0.71 

	4Nitrosospira
	cdaR
	mutualExclusion
	0.01 
	-0.65 

	4Nitrosospira
	CDH
	mutualExclusion
	0.00 
	-0.76 

	4Nitrosospira
	cphy
	mutualExclusion
	0.00 
	-0.80 

	4Nitrosospira
	gdh
	mutualExclusion
	0.00 
	-0.71 

	4Nitrosospira
	glx
	mutualExclusion
	0.00 
	-0.72 

	4Nitrosospira
	hao
	mutualExclusion
	0.01 
	-0.69 

	4Nitrosospira
	hzsB
	mutualExclusion
	0.00 
	-0.78 

	4Nitrosospira
	IsoP
	mutualExclusion
	0.01 
	-0.66 

	4Nitrosospira
	manA
	mutualExclusion
	0.00 
	-0.74 

	4Nitrosospira
	nifH
	mutualExclusion
	0.01 
	-0.69 

	4Nitrosospira
	nirK1
	mutualExclusion
	0.00 
	-0.71 

	4Nitrosospira
	nirK2
	mutualExclusion
	0.00 
	-0.71 

	4Nitrosospira
	nirK3
	mutualExclusion
	0.00 
	-0.81 

	4Nitrosospira
	nosZ1
	mutualExclusion
	0.00 
	-0.76 

	4Nitrosospira
	phoX
	mutualExclusion
	0.00 
	-0.71 

	4Nitrosospira
	pox
	mutualExclusion
	0.00 
	-0.70 

	4Nitrosospira
	smtA
	mutualExclusion
	0.00 
	-0.70 

	4Nitrosospira
	SoxY
	mutualExclusion
	0.00 
	-0.71 

	4Nitrosospira
	YedZ
	mutualExclusion
	0.00 
	-0.73 

	apu
	5Angustibacter
	mutualExclusion
	0.01 
	-0.67 

	bpp
	5Angustibacter
	mutualExclusion
	0.00 
	-0.75 

	chiA
	5Angustibacter
	mutualExclusion
	0.00 
	-0.78 

	IsoP
	5Angustibacter
	mutualExclusion
	0.00 
	-0.85 

	mct
	5Angustibacter
	mutualExclusion
	0.00 
	-0.75 

	mnp
	5Angustibacter
	mutualExclusion
	0.01 
	-0.69 

	napA
	5Angustibacter
	mutualExclusion
	0.01 
	-0.67 

	nirK1
	5Angustibacter
	mutualExclusion
	0.00 
	-0.75 

	nirK2
	5Angustibacter
	mutualExclusion
	0.01 
	-0.69 

	nirS2
	5Angustibacter
	mutualExclusion
	0.01 
	-0.69 

	nirS3
	5Angustibacter
	mutualExclusion
	0.00 
	-0.75 

	xylA
	5Angustibacter
	mutualExclusion
	0.00 
	-0.83 

	5Angustibacter
	abfA
	mutualExclusion
	0.01 
	-0.68 

	5Angustibacter
	aclB
	mutualExclusion
	0.01 
	-0.68 

	5Angustibacter
	acsB
	mutualExclusion
	0.00 
	-0.73 

	5Angustibacter
	acsE
	mutualExclusion
	0.00 
	-0.80 

	5Angustibacter
	amoA1
	mutualExclusion
	0.00 
	-0.73 

	5Angustibacter
	amoB
	mutualExclusion
	0.01 
	-0.67 

	5Angustibacter
	amyA
	mutualExclusion
	0.01 
	-0.68 

	5Angustibacter
	apsA
	mutualExclusion
	0.01 
	-0.69 

	5Angustibacter
	dsrA
	mutualExclusion
	0.00 
	-0.73 

	5Angustibacter
	gam
	mutualExclusion
	0.00 
	-0.73 

	5Angustibacter
	gdh
	mutualExclusion
	0.00 
	-0.76 

	5Angustibacter
	hao
	mutualExclusion
	0.01 
	-0.69 

	5Angustibacter
	lig
	mutualExclusion
	0.01 
	-0.68 

	5Angustibacter
	manA
	mutualExclusion
	0.00 
	-0.72 

	5Angustibacter
	nasA
	mutualExclusion
	0.00 
	-0.79 

	5Angustibacter
	nifH
	mutualExclusion
	0.00 
	-0.75 

	5Angustibacter
	nirS1
	mutualExclusion
	0.01 
	-0.69 

	5Angustibacter
	nosZ1
	mutualExclusion
	0.01 
	-0.69 

	5Angustibacter
	phoD
	mutualExclusion
	0.00 
	-0.71 

	5Angustibacter
	phoX
	mutualExclusion
	0.00 
	-0.77 

	5Angustibacter
	pox
	mutualExclusion
	0.00 
	-0.74 

	5Angustibacter
	smtA
	mutualExclusion
	0.00 
	-0.85 

	5Angustibacter
	SoxY
	mutualExclusion
	0.01 
	-0.68 

	aclB
	6Sanguibacter
	copresence
	0.01 
	0.65 

	acsB
	6Sanguibacter
	copresence
	0.00 
	0.80 

	amoB
	6Sanguibacter
	copresence
	0.00 
	0.70 

	amyX
	6Sanguibacter
	copresence
	0.00 
	0.83 

	cphy
	6Sanguibacter
	copresence
	0.00 
	0.73 

	lig
	6Sanguibacter
	copresence
	0.00 
	0.74 

	manA
	6Sanguibacter
	copresence
	0.00 
	0.71 

	mnp
	6Sanguibacter
	copresence
	0.00 
	0.70 

	nasA
	6Sanguibacter
	copresence
	0.01 
	0.66 

	nifH
	6Sanguibacter
	copresence
	0.01 
	0.69 

	nirK2
	6Sanguibacter
	copresence
	0.01 
	0.66 

	nirK3
	6Sanguibacter
	copresence
	0.00 
	0.78 

	nirS1
	6Sanguibacter
	copresence
	0.01 
	0.69 

	nirS2
	6Sanguibacter
	copresence
	0.00 
	0.72 

	nirS3
	6Sanguibacter
	copresence
	0.00 
	0.75 

	nosZ1
	6Sanguibacter
	copresence
	0.01 
	0.65 

	phoX
	6Sanguibacter
	copresence
	0.01 
	0.67 

	smtA
	6Sanguibacter
	copresence
	0.01 
	0.69 

	6Sanguibacter
	apsA
	copresence
	0.00 
	0.70 

	6Sanguibacter
	dsrA
	copresence
	0.01 
	0.66 

	aclB
	7Brevibacillus
	mutualExclusion
	0.00 
	-0.75 

	acsB
	7Brevibacillus
	mutualExclusion
	0.00 
	-0.71 

	chiA
	7Brevibacillus
	mutualExclusion
	0.01 
	-0.69 

	nosZ1
	7Brevibacillus
	mutualExclusion
	0.01 
	-0.65 

	SoxY
	7Brevibacillus
	mutualExclusion
	0.01 
	-0.67 

	xylA
	7Brevibacillus
	mutualExclusion
	0.00 
	-0.73 

	7Brevibacillus
	acsE
	mutualExclusion
	0.01 
	-0.66 

	7Brevibacillus
	amyX
	mutualExclusion
	0.00 
	-0.76 

	7Brevibacillus
	dsrA
	mutualExclusion
	0.00 
	-0.75 

	7Brevibacillus
	gam
	mutualExclusion
	0.01 
	-0.67 

	7Brevibacillus
	IsoP
	mutualExclusion
	0.00 
	-0.71 

	7Brevibacillus
	lig
	mutualExclusion
	0.00 
	-0.82 

	7Brevibacillus
	nasA
	mutualExclusion
	0.01 
	-0.68 

	7Brevibacillus
	nifH
	mutualExclusion
	0.01 
	-0.65 

	7Brevibacillus
	nirK3
	mutualExclusion
	0.00 
	-0.74 

	7Brevibacillus
	nirS1
	mutualExclusion
	0.01 
	-0.69 

	7Brevibacillus
	nirS2
	mutualExclusion
	0.00 
	-0.70 

	7Brevibacillus
	nirS3
	mutualExclusion
	0.01 
	-0.67 

	7Brevibacillus
	smtA
	mutualExclusion
	0.01 
	-0.65 

	amoB
	8Caulobacter
	mutualExclusion
	0.01 
	-0.65 

	apu
	8Caulobacter
	mutualExclusion
	0.01 
	-0.65 

	cphy
	8Caulobacter
	mutualExclusion
	0.00 
	-0.71 

	hzsB
	8Caulobacter
	mutualExclusion
	0.01 
	-0.69 

	korA
	8Caulobacter
	mutualExclusion
	0.01 
	-0.69 

	nirK3
	8Caulobacter
	mutualExclusion
	0.01 
	-0.65 

	nirS2
	8Caulobacter
	mutualExclusion
	0.01 
	-0.69 

	YedZ
	8Caulobacter
	mutualExclusion
	0.01 
	-0.69 

	8Caulobacter
	CDH
	mutualExclusion
	0.01 
	-0.65 

	8Caulobacter
	hao
	mutualExclusion
	0.01 
	-0.69 

	8Caulobacter
	manA
	mutualExclusion
	0.01 
	-0.65 

	8Caulobacter
	napA
	mutualExclusion
	0.01 
	-0.69 

	8Caulobacter
	nirK1
	mutualExclusion
	0.01 
	-0.69 

	8Caulobacter
	nirK2
	mutualExclusion
	0.01 
	-0.69 

	8Caulobacter
	nirS1
	mutualExclusion
	0.01 
	-0.69 

	8Caulobacter
	nosZ1
	mutualExclusion
	0.01 
	-0.69 

	nirK3
	9Pantoea
	copresence
	0.01 
	0.69 

	nirS1
	9Pantoea
	copresence
	0.01 
	0.66 

	nirS2
	9Pantoea
	copresence
	0.01 
	0.69 

	nirS3
	9Pantoea
	copresence
	0.01 
	0.69 

	rbcL
	9Pantoea
	mutualExclusion
	0.01 
	-0.66 

	9Pantoea
	aclB
	copresence
	0.00 
	0.70 

	9Pantoea
	acsB
	copresence
	0.00 
	0.76 

	9Pantoea
	amyX
	copresence
	0.00 
	0.78 

	9Pantoea
	cdaR
	copresence
	0.01 
	0.69 

	9Pantoea
	dsrA
	copresence
	0.01 
	0.69 

	9Pantoea
	lig
	copresence
	0.00 
	0.74 



