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trnK1Hyp-F	newly designed here	ACTCAATGGTAGAGTACTCGGC		trnK–psbA
trnK1Hyp-R 	newly designed here	TCTTGTATMCGTCGACGAAGAATT 	trnK–psbA
trnK2Hyp-F 	newly designed here	AGAAGCATAGCAGAAATTTTGYRCGA 	trnK–psbA
trnK2Hyp-R 	newly designed here	TGTTTTAGCACAAGAAAATCGAAGT 	trnK–psbA
trnK3Hyp-F 	newly designed here	TTCTTCGTCGACGKATACAAGA 	trnK–psbA
trnK3Hyp-R 	newly designed here	CTCTTCCCAAACCGTGCTTG 	trnK–psbA
trnK4Hyp-F 	newly designed here	KCGATTTTCTTGTGCTAARACATT 	trnK–psbA
trnK4Hyp-R 	newly designed here	RAAGCGACCCCATARGCTTG 	trnK–psbA
rbcL-Bryo-2F	newly designed here	ATGTCTTCGTGGTGGACTTGA	rbcL
rbcL-Bryo-2R	newly designed here	CCCTTGACTTYATGGTTCGGAA 	rbcL

