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	[bookmark: OLE_LINK1][bookmark: OLE_LINK4][bookmark: OLE_LINK2][bookmark: OLE_LINK3][bookmark: _GoBack]Figure S1. Multiple sequence alignment between MEP pathway enzymes in P. massoniana from other plants. A, PmDXS1; B, PmDXS2; C, PmDXS3; D, PmDXR; E, PmMCT; F, CMK; G, MDS; H, HDS; I, HDR1; J, HDR2; K, IPPI. The red texts on the left represent the names of MEP pathway enzyme proteins in P. massoniana, and the italic texts represent the Latin names of other plants, the numbers represent Genbank ID of homologous proteins from other plants. The highlights with different colors in the image represent the homology level, black represents 100%, pink represents ≥75%, blue and yellow represents ≥50% and ≥33% respectively.
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