Table S2 Top 10 of terms from the cellular component Ontology
	[bookmark: table]Gene Ontology term
	Cluster frequency
	Genome frequency of use
	Corrected P-value

	integral component of membrane
	53 out of 176 genes, 30.1%
	2743 out of 17605 genes, 15.6%
	0.00014

	extracellular region
	44 out of 176 genes, 25.0%
	2138 out of 17605 genes, 12.1%
	0.00033

	extracellular region part 
	41 out of 176 genes, 23.3%
	2002 out of 17605 genes, 11.4%
	0.00094

	cell periphery
	44 out of 176 genes, 25.0%
	2343 out of 17605 genes, 13.3%
	0.00361

	vesicle
	39 out of 176 genes, 22.2%
	2008 out of 17605 genes, 11.4%
	0.00579

	membrane
	111 out of 176 genes, 63.1%
	8439 out of 17605 genes, 47.9%
	0.00628

	extracellular space
	13 out of 176 genes, 7.4%
	339 out of 17605 genes, 1.9%
	0.00675

	membrane part
	91 out of 176 genes, 51.7%
	6530 out of 17605 genes, 37.1%
	0.00904

	[bookmark: _GoBack]plasma membrane
	42 out of 176 genes, 23.9%
	2280 out of 17605 genes, 13.0%
	0.00929

	secretory granule
	10 out of 176 genes, 5.7%
	216 out of 17605 genes, 1.2%
	0.01159



