
	Family/group
	Number of sequences
	G+C contents (%)

	
	
	Maximum
	Minimum
	Mean
	Median
	Std

	Pandoraviridae
	12
	63.9
	57.9
	61.3
	60.7
	1.8

	Poxviridae
	39
	63.4
	17.8
	29.9
	29.8
	9.3

	Phycodnaviridae
	82
	60.2
	25.0
	41.6
	40.8
	6.6

	Iridoviridae
	10
	47.9
	27.2
	31.7
	29.5
	6.2

	Ascoviridae
	3
	45.9
	35.2
	40.0
	38.9
	5.4

	Marseilleviridae
	13
	44.7
	42.9
	43.8
	44.2
	0.8

	Polydnaviridae
	5
	43.2
	33.6
	37.7
	36.7
	4.3

	Pithoviridae
	3
	35.8
	35.4
	35.7
	35.8
	0.2

	Mimiviridae
	59
	29.4
	21.2
	26.3
	25.5
	1.9






