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Figure S3: PCA and CA of the 13 SSR loci data set.
a) Principal components analysis (PCA) showing axes 1 and 2; PC1 and PC2 explain
6.34% of the variance (PC1:4.3%, PC2: 2.0%).

b) Correspondence analysis (CA) showing axes 1 and 2.
Population labels as shown in Table 2.
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