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>Contig906 16 reads, 304 bases
TM right: 60.262
Right Primer: CAAAGGAAGGAAAGACGGTAACC
TM left: 60.138
Left Primer: GAGTGCAGTCCATTCCATTAGTG
Product Size: 206
Repeat sequence: AAGT
TACCGTAAGCACCATCGCTACATCAATCGAACATTTTAGCAACTTGACGCGACAGAAATGGCAAAATTCGAGTGCAGTCCATTCCATTAGTGAATAGTCGAGTGCTCTCTGTACAACTGTAAATCGTAGCAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGAGAGCTGAAGAGTTTTCGCGCCTTCAATTTTTCACGTCATCGGTCGAATGAGGAGGGTTACCGTCTTTCCTTCCTTTGCCAGGTGAGCGCAAATTCGCAGGTAAGTC


>Contig8188 18 reads, 503 bases
TM right: 59.765
Right Primer: CATGCCTAGAGAGAATAAGCAGC
TM left: 59.451
Left Primer: TGAGCATGAGTTGAGAGTTTGAG
Product Size: 229
AAGT- 25
ACGATCGGTAGTTACCTGATTAACTGATAATTAACCGAGATTAACTGATTGTTTCCAGTAAAATGAGTTTATGAGTTAACTCACATTATTGACGAGTTTGAGTTAACTCATTCAAAACAGAGTGAATTGAGTTTGAGTTTAAACTCATTTAAATGAGCATGAGTTGAGAGTTTGAGTTAACTCATTTATTGTATGAGTTTTCCCAACACTGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAAATCTCGTAGATTTATACAGCGCTTCGAAAAGTAGTACAGTAGTAGCTGCTTATTCTCTCTAGGCATGCATGATATCTGTATAGCTCGTATCTCAACAACAGAAACCAAACTAAAAAACGTGCATCGGCACAGCGAGTCATACTGCAATGGAATGACATCATTTCCAAAAACTAATCACATCATTTGTC


>Contig943 28 reads, 383 bases
TM right: 60.507
Right Primer: CTGTTAAGTGTTCAGTGTTCCCG
TM left: 60.139
Left Primer: TTCGTATTCAAGAGTTTCGCGAG
Product Size: 295
Repeat sequence: AAGT
ACTTAACATGTTCTGTCTATTAGGGGACTGCCAAGAGTTGATTTGTTAATGTTTCGTATTCAAGAGTTTCGCGAGAAAACCGTCCTCGAAACGCTTATGCAGAGAGCGTGAACAGGCATTTTGATTTTGATCATAGATTATAAGTAATAAGCCTATATGGATAAATCTATACAATTTCATTAGGCTTCGAACTTTGTTATAGAAAGACTTTAAGTAAGTAAGTAAGCAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTGAACGTTAAGATTAAAGTGGTAACTCGTCTCAAAAAGACTGCGGGAACACTGAACACTTAACAGAAACATAAACATAATTAATTAACCTAGATAGCTAGT



>Contig984 57 reads, 348 bases
TM right: 60.138
Right Primer: ATGCAATGTACTGAAGTGCTAGC
TM left: 60.568
Left Primer: AATGAATTTGTGTCGTCTGTCCG
Product Size: 178
Repeat sequence: AAGT
CACTCCTCGAAAACAGGGCCTTACTGGTGCAATGAATTTGTGTCGTCTGTCCGTCACGAACCCTTGTTGCTACCTTGTACAGCTGTACTGGTGGTCGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAAATCTCTACAGCAACTTAATAGCATTTTCTTACCTTCATTGGCTAGCACTTCAGTACATTGCATTCGTGTCTGTGTATGTTGTGCTTGTTTATAGACGCGTCCGTATCAAAGACGTGTCTGCTTAAGCTGACTGTGATAAGCCAGCAATAACCATCGGTTAATTAAAATCTCTCAACGCGGCACGTTATCATGCTGGCTGCGTC


>Contig1011 60 reads, 425 bases
TM right: 59.829
Right Primer: CTACTGCGGTACTTCTTTCCAAG
TM left: 59.956
Left Primer: GAATTCTTAGTCGCGTACAGTCC
Product Size: 229
Repeat sequence: AAGT
AACCGCTGAAGTAATCCTGTCGCATAATAATTAACTTAATCAAATTAATCATCCCTTCGGAATTCTTAGTCGCGTACAGTCCGTGATATTTTAATCTCGTGCGACGATTGCACACTGCACTCAAATTCCACGACAAAGCCAAACAGAAATTTGAAACCCAGATCAATATAGTATAAGCAAGCAAGCAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGAATCTCGTGAATTTCTTTAGCGCCCTTGGAAAGAAGTACCGCAGTAGCCCCTCATTCCTGAGCGCTTAAATAAAAAAATATAATAAACAGTTAATACATAATTTCTGGCCTCTCAACAAAAGTTTGGACAGAATCGTTAAATCGGAACAAGTTTCTCATAACTTCGGATCACATTAAACCAGTT


>Contig1053 11 reads, 355 bases 
TM right: 60.264
Right Primer: AACCTCTTCAAGACCTATGGACC
TM left: 61.199
Left Primer: TTGGTGATCGCTACCAATGAGAG
Product Size: 214
Repeat sequence: ATC
CTCTTGATCGAAATTGACCTATTGGCATCACAAGTTTTGGTGATCGCTACCAATGAGAGGTTAATGCATTCTTGTAGTCTACGTAACTACACATCATATTTTTCGCAACATCATCATCATCATCATCATCATCATCATCATCATCATCATCATCATCATCATCATCATCATCATCGCATAGCCATCTGGGGCCGTTGCGTTGCTCCATGTCCCATGTTGATCGCGTCGGTCCATAGGTCTTGAAGAGGTTCGTCGGAGTCGTTCTTCAGCTGGTCCAGCCAGGTTTTCCTTGGACGACCGCGAGGTCTCTTCCATCCAGGGTGAGGCGGTCGGGTCTTCGCTGAGTGGACTGGGT



>Contig1176 52 reads, 387 bases
TM right: 59.833
Right Primer: GCATTAACTGTGTGACATGCTTG
TM left: 59.539
Left Primer: CAGTTAAAGATTTGTTGACCTGCC
Product Size: 319
Repeat sequence: ACAT
CTTTAATCTTGTGTCAGTAAAGTTTCAAGATTTGTCAGTTAAAGATTTGTTGACCTGCCAATTTAATTTTCTGACCCCTGTCATGGGCGCCAAAATACCAAAAGTACATACACCCCCAAAAGGCACTAAATACAAGCAGCAGCCAAAGCAACAAATAAGAAACTATTCGTTACACGCATATATACATACATACATACATACATACATACATACATACATACATACATACATACATACATACAAGCATACATACGGAGTACAAGGCACTGATGTTTCAAGCATCCATTGCTTATCCAGATCAACAGAATTGCAGCTATACTAGTTTTTTTTACAAGCATGTCACACAGTTAATGCCAAATTTCAAATGATTTACATGTTAAATGAGTC



Amynthas agrestis



>Contig5016 28 reads, 354 bases
TM right: 60.137
Right Primer: ATAAATGACCCTGCACGAATGAC
TM left: 58.051
Left Primer: AATACATTACTTTCGTCGCTGAC
Product Size: 302
Repeat sequence: AAGT
CTCAAAAGAGGGGTCCATCAAATACATTACTTTCGTCGCTGACGCAATTTTGCGCCACCTGGCGAATATCAGCGAAACGCTTTCGCTACGTACTAAAAAATTATTGTCGGCCAAATGCTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGTAAGACTCTCGTTAATTTCTATAGCGCCTTAAAAAGAAATACCGCAGTAACTCCTTAGTCATAGGTGCTTAGTCCTAATGTGAAATAGCTATAGCCAGAGGTGGGGTCATTCGTGCAGGGTCATTTATTCCAAAGGGTCATTGTGGTTGGGACAGTACAG


>Contig628 25 reads, 240 bases
TM right: 59.333
Right Primer: TGACTCTCTAATGCGCTTGTTAG
TM left: 60.75
Left Primer: GTAGAACGACGGACTCTGAGATC
Product Size: 195
Repeat sequence: ACAT
ACTTGTCCGGATAGTTGGGACTCGAGATGTATCCGTGGTCGTAGAACGACGGACTCTGAGATCCAGGACATCCGTTCTGGATCAGGAGAACTACATACACACATACACACATACATACATACATACATACATACATACATACATACATACATACATACATACATACATACATACATACATACATACACCAGCGCCTGTTCAATAATTAATTGCTAACAAGCGCATTAGAGAGTCAATTGT





>Contig6034 27 reads, 315 bases
TM right: 60.263
Right Primer: TGGATGAAAGGGAATGTTCGTTG
TM left: 60.014
Left Primer: TAAACTGAAGAACTGCATCCACG
Product Size: 290
Repeat sequence: ACAG
CTGCAGGTAAACTGAAGAACTGCATCCACGCATGTTCCATTGTTAAAACAGGGATTGCTTACACAATCGTCTATATTCTGCTCACAGTTGAAGCCGTCAAATCCTGTAACAGTACACAGAAACATAGTTAAGCAATTTACATGATATACCCTTGACATGAGAGACAGACAGACAGACAGACAGACAGACAGACAGACAGACAGACAGACAGACAGACAGACAGACAGACAGACAGACAGAGAACTATTTATAAAGCTCTACATAATTTTCTGTTCAACGAACATTCCCTTTCATCCAGTATGATTAAAATCAGTC


>Contig652 11 reads, 385 bases
TM right: 59.828
Right Primer: CTCTTGGTGTGATCATGTGACTC
TM left: 59.645
Left Primer: ACTACGTGATCAAACCTTATCGC
Product Size: 290
TCTA (AGAT)- 26
CACGGAGCTGGAATACGCTTCCGACTTCACTACGTGATCAAACCTTATCGCGTCCAGTATTTCTGAACAAACTCAAGATGCTATTATTTTGACTAGCAGCAGCGGCGCACTTGCAAAAGTAGCGCCTTAGAAATTACTTTCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATAGGTGATCCGCTCCAGTACTTTCAGCCAGTGGAGCATGTCTTTAAGGAGCGGAGTCACATGATCACACCAAGAGGATCGGAAGATCAGGCATGCTGAGGCATTCAGCACCATCTGTAGGCGGCTTAGCTGATGATCCGGTA


>Contig13732 16 reads, 286 bases
CTGTGATGCAAAGCAGTTTGTTAGACCACATAATTCAAAAACCGACCATCTGGACCCTTTTCATGTTCAGGGCCACATTTTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATGATGAAAATTTGCGAGTATGAAGATGATTTTCAAACTAAAATGACATCCTGAGAACTAAATGAGACTAAAAAAGTTTCGTGATCATTGACATCTGCAAGACATCATTGCCTACACTGTCTCTCAATGGCAG


>Contig3786 19 reads, 290 bases
ACTACTACAATGGCGCTAAAGAAGTCTACTGCTACTGCTGCTGCTGCTGCTGCTGCTACTGCTGCTACTGCTACTGCTACTGCTACTACTACTGCTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTAGTATCTAAAGAACTGCAAAATGCACAGTACAATGTAGTAGTGCAGATACCAATTTCTGATGAGAAACCAGTAATTTCAGATGTCCAATCACTTTTTGACCTAAACAGTC




>Contig9389 12 reads, 232 bases
TACTTCTGAATACATGAATGGGTTTGTTGTTGTTGTTCATCATCCATTATCATCATGTTCATCTTCTTCTTCTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTACTTCTGCTTCTTCTTCGTTTTTTCTTCTTCTTCCAGTTCTTTAATCGTATTCTTGTGAGATCCGTTCGCTGGAAGTG












