	Duplicated gene pairs
	Ka
	Ks
	Ka/Ks
	Purifying selection
	Duplicated type

	PbCOBL1-PbCOBL4
	0.1172
	0.3467
	0.338
	Yes
	Segmental

	PbCOBL2-PbCOBL15
	0.0267
	0.1676
	0.159
	Yes
	Segmental

	PbCOBL6-PbCOBL12
	0.0196
	0.2178
	0.090
	Yes
	Segmental

	PbCOBL8-PbCOBL16
	0.0047
	0.0216
	0.218
	Yes
	Segmental

	FvCOBL1-FvCOBL3
	0.2688
	0.5585
	0.481
	Yes
	Tandem

	FvCOBL4-FvCOBL10
	0.0977
	0.2017
	0.484
	Yes
	Segmental

	MdCOBL2-MdCOBL13
	0.0459
	0.0656
	0.699
	Yes
	Segmental

	MdCOBL3-MdCOBL13
	0.0846
	0.0665
	1.272
	No
	Segmental

	MdCOBL4-MdCOBL20
	0.0833
	0.1056
	0.788
	Yes
	Segmental

	MdCOBL8-MdCOBL16
	0.1301
	0.1340
	0.971
	Yes
	Segmental

	MdCOBL9-MdCOBL22
	0.0580
	0.0914
	0.635
	Yes
	Segmental

	MdCOBL20-MdCOBL21
	0.0819
	0.0828
	0.989
	Yes
	Segmental

	PmCOBL2-PmCOBL8
	0.1475
	1.0977
	0.134
	Yes
	Segmental

	RoCOBL10-RoCOBL11
	0.1872
	0.1640
	1.141
	No
	Tandem
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