Table S1 Population identification of L. polyactis in the coastal waters of China based on different methods.
	Population division
	Dividing evidence
	References

	Three populations (the Yellow Sea and Bohai Sea, the South Yellow Sea, the East China Sea)
	[bookmark: _Hlk95406132]Migratory route
	(Zhang et al., 1959)

	
	[bookmark: _Hlk95406163]Morphological differences
	(Ikeda, 1964)

	
	Spawning ground
	(Hu, 1998)

	
	Catch per unit effort
	(Ying et al., 2011)

	
	RAPD
	(Meng et al., 2003)

	
	AFLP
	(Han et al., 2009, Lin et al., 2009)

	
	Restriction-site Associated DNA
	(Zhang et al., 2019)

	Four populations (the Yellow Sea and Bohai Sea, the Yellow Sea, the South Yellow Sea, the East China Sea)
	Geographical distribution
	(Lin, 1985)

	
	[bookmark: _Hlk95406221]Fishery resources survey
	(Liu, 1990)

	
	Habitat
	(Jin, 2005)

	Two populations (the Bohai Sea and the North Yellow Sea, the South Yellow Sea and the East China Sea
	Ecological environment, biological characteristics
	(Xu et al., 2009)

	No significant differentiation among L. polyactis populations
	Mitochondrial DNA
	(Xiao et al., 2009, Kim et al., 2012)

	
	Microsatellite DNA
	(Kim et al., 2012, Li et al., 2013)

	
	Restriction-site Associated DNA
	(Zhang et al., 2015；Zhang et al., 2020b)



