
Table S3 
Upregulated and downregulated long non-coding RNAs (PPMITat vs RPMI cells). 
 
Upregulated lncRNAs 

 

EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000264345 LINC01894 lincRNA 1,0E-03 3,35 10,20 8,28 -  

ENSG00000258231 RP11-362K2.2 lincRNA 1,8E-24 2,95 7,74 101,80 Can be part of fusion genes in 
sarcoma 

(Hu et al., 
2018b) 

ENSG00000255693 RP11-766N7.3 lincRNA 7,5E-13 2,57 5,94 30,74 Acts as tumor suppressor in 
esophageal squamous cell 
carcinoma 

(Yao et al., 
2017) 

ENSG00000235385 LINC02154 lincRNA 8,5E-79 2,43 5,40 272,56 Upregulated in Laryngeal 
Squamous Cell Carcinoma and 
renal cell carcinoma and can be 
used as a prognostic feature; 
promotes the proliferation and 
metastasis of hepatocellular 
carcinoma 

(Zuo et al., 
2018; Gong et 
al., 2020; Yue 
et al., 2022) 

ENSG00000277448 RP11-538C21.2 lincRNA 5,0E-04 1,87 3,66 12,23 -  

ENSG00000222041 CYTOR lincRNA 8,8E-03 1,69 3,23 8,01 Involved in tumorigenesis (Ou et al., 2021) 

ENSG00000224559 LINC01087 lincRNA 1,3E-07 1,69 3,23 47,37 Upregulated in breast cancer and 
thyroid cancer 

(She et al., 
2020; Yin et al., 
2022) 

ENSG00000250038 RP11-180C1.1 lincRNA 3,0E-17 1,67 3,19 78,92 -  



EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000227579 RP1-35C21.2 lincRNA 5,5E-14 1,66 3,16 106,44 Upregulated in NF1/PTPN11 
altered vs NF1/PTPN11 WT of 
histiocytic sarcoma; potential 
prognostic feature in tongue 
squamous cell carcinoma 

(Egan et al., 
2020; Zhang et 
al., 2020c) 

ENSG00000230975 AC084193.1 lincRNA 1,9E-16 1,65 3,14 249,69 -  

ENSG00000253524 RP11-89M20.2 lincRNA 1,4E-02 1,42 2,68 11,67 -  

ENSG00000283408 RP1-242N11.1 lincRNA 2,1E-21 1,39 2,62 174,53 -  

ENSG00000249464 LINC01091 lincRNA 1,7E-02 1,38 2,60 8,30 Upregulated in acute myeloid 
leukemia 

(Hughes et al., 
2014) 

ENSG00000270069 MIR222HG lincRNA 5,7E-19 1,36 2,57 205,75 Upregulated in prostate cancer (Sun et al., 
2018) 

ENSG00000231877 RP11-177F15.1 lincRNA 2,1E-10 1,36 2,56 97,00 -  

ENSG00000251562 MALAT1 lincRNA 9,9E-22 1,28 2,44 34 783,28   

ENSG00000248869 RP11-138I17.1 lincRNA 4,1E-05 1,28 2,42 42,33 -  

ENSG00000248300 RP11-74M11.2 lincRNA 5,1E-11 1,27 2,41 212,11 -  

ENSG00000280542 AP000432.4 lincRNA 6,5E-04 1,24 2,37 23,94 -  

ENSG00000226785 AC073218.1 lincRNA 7,0E-05 1,22 2,32 39,78 -  

ENSG00000215808 LINC01139 lincRNA 1,6E-18 1,20 2,29 227,87 Upregulated in hepatocellular 
carcinoma and promotes its 
progression 

(Li et al., 2020) 

ENSG00000259348 RP11-4G2.1 lincRNA 1,6E-05 1,20 2,29 38,27 -  

ENSG00000277693 AP003900.6 lincRNA 5,6E-07 1,19 2,29 120,48 Upregulated in oral squamous cell 
carcinoma and prognostic feature 

(Hu et al., 
2018a) 



EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000226965 AC003088.1 lincRNA 2,3E-11 1,19 2,29 319,39 Upregulated in breast cancer line (Li et al., 2021) 

ENSG00000249645 RP11-
552M14.1 

lincRNA 2,0E-22 1,19 2,28 261,05 -  

ENSG00000259761 RP11-138H10.2 lincRNA 7,8E-03 1,14 2,21 20,58 Upregulated in palbociclib-
resistant breast cancer cells 

(Lanceta et al., 
2020) 

ENSG00000274090 RP11-415G4.1 lincRNA 2,3E-05 1,03 2,05 92,55 -  

ENSG00000226364 LINC02089 lincRNA 2,7E-02 1,01 2,01 13,51 -  

ENSG00000259527 LINC00052 lincRNA 3,6E-02 1,00 2,00 9,54 Tumorigenesis, progression and 
metastasis of multiple types of 
human cancer 

(Xiong, Wang & 
Chen, 2021) 

ENSG00000235643 LINC01647 lincRNA 3,5E-02 0,99 1,99 10,16 -  

ENSG00000248837 RP11-412P11.1 lincRNA 9,5E-08 0,99 1,99 859,73 -  

ENSG00000275443 RP11-759A24.3 lincRNA 6,0E-06 0,96 1,95 177,48 -  

ENSG00000234464 RP11-136B18.2 lincRNA 1,7E-02 0,94 1,92 19,24 -  

ENSG00000262202 RP11-160E2.6 lincRNA 4,0E-07 0,94 1,92 94,04 SIRT7 may regulate cell 
proliferation in breast cancer 
through this lncRNA 

(Chen et al., 
2017a) 

ENSG00000259702 RP11-236L14.1 lincRNA 5,6E-06 0,93 1,91 70,88 Upregulated in HER2+HR− breast 
cancer 

(Vishnubalaji et 
al., 2019) 

ENSG00000234663 LINC01934 lincRNA 1,4E-09 0,90 1,86 516,91 Downregulated in thyroid 
carcinoma 

(Zhang et al., 
2019a) 

ENSG00000258131 RP11-541G9.1 lincRNA 2,3E-02 0,89 1,85 14,86 -  

ENSG00000238129 RP3-410C9.2 lincRNA 8,2E-15 0,86 1,82 307,45 -  



EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000256725 RP11-
662M24.2 

lincRNA 1,8E-02 0,86 1,81 71,13 -  

ENSG00000256582 RP11-75L1.1 lincRNA 1,3E-02 0,84 1,79 29,52 -  

ENSG00000254456 RP11-405K6.1 lincRNA 2,5E-02 0,81 1,75 20,88 -  

ENSG00000271576 RP11-486G15.2 lincRNA 4,8E-02 0,80 1,74 12,89 Downregulated after Notch2 
knockdown in B cell lymphoma; 
ferroptosis-related gene and 
prognostic feature in ovarian 
cancer 

(Arasu, 
Balakrishnan & 
Velusamy, 
2020; Wang et 
al., 2022) 

ENSG00000248457 LINC02220 lincRNA 1,9E-03 0,75 1,68 86,94 -  

ENSG00000245532 NEAT1 lincRNA 2,2E-08 0,73 1,66 3 039,09   

ENSG00000257894 RP1-78O14.1 lincRNA 1,0E-02 0,71 1,63 57,13 Downregulated in lung squamous 
cell carcinoma 

(Chen et al., 
2017b) 

ENSG00000227863 AC002383.2 lincRNA 6,2E-07 0,68 1,61 200,38 -  

ENSG00000255198 SNHG9 lincRNA 3,4E-03 0,68 1,60 130,94 Upregulated in glioblastoma (Zhang et al., 
2019c) 

ENSG00000260658 RP11-368L12.1 lincRNA 7,0E-05 0,67 1,59 1 545,91 Co-expressed with gene module 
of actively proliferating pre-B cells 

(Petri et al., 
2015) 

ENSG00000258123 RP11-314D7.2 lincRNA 1,7E-03 0,66 1,58 134,22 Differentially expressed in primary 
vs metastatic sites in HGSC 

(Hensler et al., 
2020) 

ENSG00000259865 RP11-
488L18.10 

lincRNA 1,3E-02 0,64 1,56 45,36 Potential prognostic biomarker for 
hepatocellular carcinoma 

(Wang et al., 
2019b) 

ENSG00000226397 C12orf77 lincRNA 3,6E-02 0,62 1,54 46,54 Upregulated in triple negative 
breast cancer 

(Xie et al., 2022) 

ENSG00000222042 AP000233.4 lincRNA 5,0E-04 0,60 1,52 155,30 -  



EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000261474 RP11-452L6.1 lincRNA 5,4E-03 0,60 1,52 63,15 Potential prognostic in clear cell 
renal cell carcinoma 

(Zhang et al., 
2019e) 

ENSG00000230448 LINC00276 lincRNA 2,6E-04 0,59 1,50 517,66 -  

 
Downregulated lncRNAs 
 

EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000231772 RP1-154K9.2 lincRNA 8,3E-53 -9,37 0,00 726,17 -  

ENSG00000224810 RP11-538D16.2 lincRNA 1,9E-10 -9,16 0,00 32,24 Upregulated in hepatocellular 
carcinoma 

(Hou et al., 
2018) 

ENSG00000233103 RP11-524P6.1 lincRNA 3,2E-07 -7,56 0,01 11,55 -  

ENSG00000235142 RP1-60O19.1 lincRNA 1,9E-38 -7,02 0,01 169,73 Upregulated in gastric cancer (Zhang et al., 
2019b) 

ENSG00000218357 LINC01644 lincRNA 1,7E-08 -6,21 0,01 28,17 Upregulated in gastric cancer (Zhang et al., 
2021) 

ENSG00000263110 RP11-189E14.3 lincRNA 1,4E-04 -5,92 0,02 5,12 -  

ENSG00000226476 LINC01748 lincRNA 6,9E-20 -5,91 0,02 63,66 Upregulated in NSCLC and many 
cancers 

(“lncRNAfunc: 
Functional 
analysis of long 
non-coding 
RNAs”; Tan et 
al., 2022) 

ENSG00000260058 RP11-279O17.3 lincRNA 1,3E-04 -5,88 0,02 7,00 -  

ENSG00000225179 LINC00457 lincRNA 2,6E-44 -5,62 0,02 139,04 -  



EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000228918 LINC01344 lincRNA 1,8E-71 -5,55 0,02 262,95 Upregulated in hepatocellular 
carcinoma 

(Esposti et al., 
2016) 

ENSG00000236938 AC003092.2 lincRNA 6,7E-05 -5,26 0,03 9,82 -  

ENSG00000255621 RP11-377D9.3 lincRNA 4,1E-04 -4,69 0,04 6,44 -  

ENSG00000223850 MYCNUT lincRNA 1,2E-21 -4,68 0,04 50,08 Upregulated in breast cancer, 
neuroblastoma; triggers N-Myc 
RNA upregulation 

(Liu et al., 2014; 
Ravanbakhsh 
Gavgani et al., 
2019) 

ENSG00000280870 MIR325HG lincRNA 1,8E-21 -4,19 0,05 49,17 Upregulated in glioblastoma 
multiforme 

(Xu et al., 2021) 

ENSG00000262950 RP11-189E14.5 lincRNA 2,9E-03 -4,02 0,06 4,00 -  

ENSG00000232451 AC016768.1 lincRNA 7,3E-08 -3,62 0,08 13,08 Downregulated in 
nephroblastoma and liver 
hepatocellular carcinoma 

(“lncRNAfunc: 
Functional 
analysis of long 
non-coding 
RNAs”; Zhang 
et al., 2020b) 

ENSG00000261319 LINC02152 lincRNA 3,9E-05 -3,56 0,09 10,95 -  

ENSG00000227838 RP1-
213J1P__B.1 

lincRNA 5,6E-04 -3,44 0,09 8,19 Potential predictive marker for 
time-to-progression under 
bevacizumab/erlotinib in 
advanced non-squamous non-
small cell lung cancer 

(Baty et al., 
2017) 

ENSG00000248605 CTD-2306M5.1 lincRNA 2,4E-16 -3,31 0,10 46,00 -  

ENSG00000255364 SMILR lincRNA 2,3E-04 -3,28 0,10 8,99 Promotes cell proliferation (Ballantyne et 
al., 2016) 



EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000260289 CTD-2535I10.1 lincRNA 2,1E-04 -3,27 0,10 10,13 Upregulated in lung 
adenocarcinoma 

(Shi et al., 2018) 

ENSG00000267284 RP11-397A16.1 lincRNA 3,1E-07 -3,18 0,11 17,51 Upregulated in HNSCC and lung 
squamous cell carcinoma 

(“lncRNAfunc: 
Functional 
analysis of long 
non-coding 
RNAs”; Nohata, 
Abba & 
Gutkind, 2016) 

ENSG00000257703 RP11-328J6.1 lincRNA 2,5E-25 -3,18 0,11 72,47 -  

ENSG00000271955 RP11-444A22.1 lincRNA 3,4E-79 -3,03 0,12 803,23 Involved in acute myeloid 
leukemia cell differentiation 

(Cozzi et al., 
2022) 

ENSG00000242317 RP11-875H7.5 lincRNA 8,7E-12 -2,70 0,15 38,00 Upregulated in lung squamous cell 
carcinoma 

(“lncRNAfunc: 
Functional 
analysis of long 
non-coding 
RNAs”) 

ENSG00000236453 AC003092.1 lincRNA 2,7E-35 -2,59 0,17 106,23 Downregulated in TMZ resistant 
glioblastoma cells 

(Xu et al., 2018) 

ENSG00000254343 RP11-760H22.2 lincRNA 2,5E-06 -2,48 0,18 16,80 Downregulated in esophageal and 
many other cancers 

(“lncRNAfunc: 
Functional 
analysis of long 
non-coding 
RNAs”; Liu et 
al., 2020) 

ENSG00000242268 LINC02082 lincRNA 7,0E-06 -2,37 0,19 23,67 Upregulated in thyroid cancer (Kim et al., 
2016) 



EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000250742 RP11-834C11.4 lincRNA 3,0E-06 -2,25 0,21 21,06 Downregulated in colorectal 
cancer 

(Jafarzadeh et 
al., 2020) 

ENSG00000233005 AC067959.1 lincRNA 1,3E-26 -2,25 0,21 150,71 Upregulated in kidney renal clear 
cell carcinoma 

(“lncRNAfunc: 
Functional 
analysis of long 
non-coding 
RNAs”) 
 

ENSG00000229618 AC011288.2 lincRNA 1,6E-15 -2,22 0,22 55,57 Upregulated in many cancers (“lncRNAfunc: 
Functional 
analysis of long 
non-coding 
RNAs”) 

ENSG00000249998 RP11-141E13.1 lincRNA 5,6E-03 -2,19 0,22 7,84 -  

ENSG00000254006 RP11-1D12.2 lincRNA 4,3E-36 -2,15 0,22 141,96 -  

ENSG00000255325 RP11-96B2.1 lincRNA 1,1E-02 -2,11 0,23 5,90 -  

ENSG00000259639 RP11-184D12.1 lincRNA 1,7E-05 -2,10 0,23 16,13 -  

ENSG00000243694 LINC02027 lincRNA 4,7E-26 -1,96 0,26 161,99 Downregulated in hepatocellular 
carcinoma 

(Zhang et al., 
2017) 

ENSG00000224322 AC004009.3 lincRNA 3,1E-07 -1,96 0,26 32,28 -  

ENSG00000231662 RP11-686D16.1 lincRNA 1,3E-03 -1,92 0,26 12,78 -  

ENSG00000185904 LINC00839 lincRNA 2,5E-62 -1,88 0,27 332,95 Downregulated in gastric cancer 
with H. pilori infection; 
Upregulated in chemoresistant 
breast cancer 

(Zhong et al., 
2018; Chen et 
al., 2020) 

ENSG00000267509 CTD-2043I16.1 lincRNA 2,9E-12 -1,85 0,28 55,45 -  



EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000231689 LINC01090 lincRNA 4,7E-08 -1,84 0,28 38,40 Potential prognostic feature in 
lung adenocarcinoma 

(Chen et al., 
2021) 

ENSG00000271860 RP11-436D23.1 lincRNA 1,3E-14 -1,80 0,29 69,51 -  

ENSG00000223351 ZNF385D-AS2 lincRNA 1,7E-02 -1,74 0,30 5,43 Downregulated in hepatocellular 
carcinoma 

(Zhang et al., 
2019d) 

ENSG00000234056 LINC00463 lincRNA 1,2E-02 -1,71 0,31 6,80 -  

ENSG00000275418 RP11-126O1.6 lincRNA 1,0E-03 -1,64 0,32 15,25 -  

ENSG00000257048 RP11-
476M19.2 

lincRNA 1,4E-06 -1,56 0,34 32,03 Downregulated in kidney 
chromophobe 

(“lncRNAfunc: 
Functional 
analysis of long 
non-coding 
RNAs”) 

ENSG00000232006 AC005537.2 lincRNA 1,2E-02 -1,53 0,35 9,39 Potential prognostic feature in 
pancreatic cancer 

(Lei et al., 2021) 

ENSG00000237153 RP11-132E11.2 lincRNA 1,1E-03 -1,52 0,35 14,79 -  

ENSG00000254968 RP11-65M17.3 lincRNA 4,8E-02 -1,51 0,35 5,57 Potential prognostic feature in 
ccRCC 

(Zhu et al., 
2021) 

ENSG00000242741 LINC02005 lincRNA 1,6E-20 -1,44 0,37 324,00 -  

ENSG00000254119 RP11-705O24.1 lincRNA 9,9E-16 -1,40 0,38 1 623,69 Potential prognostic feature in 
esophageal cancer 

(Fan & Liu, 
2016) 

ENSG00000229719 MIR194-2HG lincRNA 2,0E-02 -1,37 0,39 8,16 Upregulated in liver cancer and 
promotes cell proliferation and 
metastasis 

(Xu et al., 2020) 

ENSG00000256597 FLJ37505 lincRNA 4,3E-02 -1,36 0,39 5,55 Downregulated in bladder cancer (Xiang et al., 
2020) 



EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000233154 LINC01762 lincRNA 5,4E-09 -1,36 0,39 145,26 Upregulated in esophageal 
squamous cell carcinoma 

(Yao et al., 
2016) 

ENSG00000283052 RP11-210L7.3 lincRNA 2,6E-07 -1,33 0,40 76,20 -  

ENSG00000225519 RP11-236B18.2 lincRNA 2,2E-11 -1,32 0,40 78,51 -  

ENSG00000225489 RP11-390F4.3 lincRNA 7,6E-04 -1,28 0,41 27,79 Upregulated in colon cancer; 
promotes metastasis 

(Peng et al., 
2020; Zhang et 
al., 2022) 

ENSG00000257759 RP11-486O13.4 lincRNA 1,2E-02 -1,27 0,42 19,19 -  

ENSG00000266088 RP5-1028K7.2 lincRNA 8,0E-03 -1,24 0,42 12,64 Potential prognostic feature in 
breast cancer; upregulated in lung 
adenocarcinoma 

(“lncRNAfunc: 
Functional 
analysis of long 
non-coding 
RNAs”; Wang et 
al., 2018) 

ENSG00000176659 C20orf197 lincRNA 1,9E-22 -1,23 0,43 217,05 Upregulated in lung 
adenocarcinoma; downregulated 
in NSCLC 

(“lncRNAfunc: 
Functional 
analysis of long 
non-coding 
RNAs”; Song et 
al., 2020) 

ENSG00000225546 LVCAT5 lincRNA 2,2E-07 -1,21 0,43 100,32 -  

ENSG00000242759 LINC00882 lincRNA 3,8E-08 -1,19 0,44 103,40 Upregulated in hepatocellular 
carcinoma 

(Zhu et al., 
2018) 

ENSG00000258667 HIF1A-AS2 lincRNA 5,5E-04 -1,17 0,44 29,81 Upregulated in many cancers (Chen et al., 
2015, 2019; 
Wang et al., 
2019a) 



EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000227681 RP11-307P5.1 lincRNA 4,5E-10 -1,17 0,44 621,53 -  

ENSG00000267327 CTD-2008L17.1 lincRNA 3,8E-05 -1,15 0,45 54,04 -  

ENSG00000234275 AC017053.1 lincRNA 2,9E-02 -1,14 0,46 11,69 -  

ENSG00000267761 CTD-
2130O13.1 

lincRNA 4,5E-08 -1,13 0,46 895,69 Potential cancer-specific 
biomarker 

(Mohammed et 
al., 2017) 

ENSG00000260725 AC005307.1 lincRNA 2,0E-04 -1,09 0,47 39,22 -  

ENSG00000253103 LINC01609 lincRNA 4,1E-02 -1,07 0,48 8,59 -  

ENSG00000250775 RP11-12K22.1 lincRNA 1,4E-08 -1,07 0,48 108,26 -  

ENSG00000189229 AC069277.2 lincRNA 2,7E-03 -1,06 0,48 21,55 -  

ENSG00000233067 PTCHD1-AS lincRNA 3,3E-09 -1,01 0,50 198,93 Upregulated in glioma (Sun et al., 
2020) 

ENSG00000260073 RP11-488I20.9 lincRNA 2,9E-02 -1,00 0,50 13,36 Potential prognostic feature in 
esophageal squamous cell 
carcinoma 

(Zhang et al., 
2020a) 

ENSG00000224565 LINC01754 lincRNA 5,7E-05 -0,99 0,50 53,00 -  

ENSG00000232053 AC009784.3 lincRNA 1,0E-05 -0,98 0,51 125,07 -  

ENSG00000251432 RP11-420A23.1 lincRNA 1,6E-07 -0,98 0,51 237,69 Upregulated in 
cholangiocarcinoma, kidney renal 
clear cell carcinoma, kidney renal 
papillary cell carcinoma 

(“lncRNAfunc: 
Functional 
analysis of long 
non-coding 
RNAs”) 

ENSG00000238121 LINC00426 lincRNA 1,1E-07 -0,98 0,51 104,79 Downregulated in lung cancer (Du et al., 2020) 

ENSG00000258958 RP11-594C13.2 lincRNA 4,2E-03 -0,96 0,51 28,86 -  

ENSG00000234807 LINC01135 lincRNA 2,4E-02 -0,95 0,52 16,01 Downregulated in thyroid cancer (“lncRNAfunc: 



EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

Functional 
analysis of long 
non-coding 
RNAs”) 

ENSG00000258479 LINC00640 lincRNA 4,5E-02 -0,94 0,52 9,39 -  

ENSG00000258760 CTD-
2509G16.5 

lincRNA 7,0E-06 -0,93 0,52 97,90 -  

ENSG00000260448 LCMT1-AS1 lincRNA 4,2E-03 -0,91 0,53 28,09 Downregulated in colon cancer (Liu et al., 2022) 

ENSG00000230131 RP11-282I1.1 lincRNA 6,3E-03 -0,91 0,53 33,95 -  

ENSG00000235823 OLMALINC lincRNA 5,0E-12 -0,90 0,53 220,16 Prognostic signature in 
osteosarcoma 

(He et al., 2022) 

ENSG00000253377 RP11-566H8.3 lincRNA 6,4E-07 -0,86 0,55 1 751,51 Produces non-canonical 
cancer/testis antigen 

(Chong et al., 
2020) 

ENSG00000229981 LINC01435 lincRNA 1,4E-04 -0,83 0,56 177,66 -  

ENSG00000231671 LINC01307 lincRNA 9,2E-04 -0,81 0,57 52,73 Upregulated in fibrolamellar 
hepatocellular carcinoma 

(Farber et al., 
2018) 

ENSG00000267731 RP11-147L13.8 lincRNA 6,8E-03 -0,80 0,57 32,61 Downregulated in gallbladder 
cancer 

(Zheng et al., 
2021) 

ENSG00000257747 RP11-362A1.1 lincRNA 1,9E-02 -0,78 0,58 29,35 -  

ENSG00000230107 CTA-126B4.7 lincRNA 1,8E-03 -0,76 0,59 50,60 Upregulated in many cancers (“lncRNAfunc: 
Functional 
analysis of long 
non-coding 
RNAs”) 

ENSG00000258602 LINC01629 lincRNA 1,1E-02 -0,74 0,60 38,01 Upregulated in endometrial 
cancer 

(Yang, Ma & Ma, 
2021) 



EnsID Gene name Gene type padj log2FC FC Mean count Functions and possible 
involvement in oncogenesis 

Reference 

ENSG00000236081 ELFN1-AS1 lincRNA 4,9E-02 -0,70 0,62 20,00 Upregulated in colon and 
colorectal cancers 

(Dong et al., 
2019; Lei, Feng 
& Hong, 2020) 

ENSG00000251381 LINC00958 lincRNA 9,4E-23 -0,68 0,62 1 003,09 Canonical lncRNA in human 
cancer progression 
(overexpressed in many cancers) 

(Li et al., 2022) 

ENSG00000228222 AC074363.1 lincRNA 1,8E-02 -0,67 0,63 40,79 -  

ENSG00000247982 LINC00926 lincRNA 1,5E-02 -0,67 0,63 38,68 Negatively regulates PGK1 
expression and predicts good 
clinical outcome of breast cancer 

(Chu et al., 
2021) 

ENSG00000243479 MNX1-AS1 lincRNA 1,6E-02 -0,63 0,64 44,42 Upregulated in many cancers (Chu et al., 
2019; Shuai et 
al., 2020; Wang 
et al., 2020)  

ENSG00000233928 RP11-305F18.1 lincRNA 1,1E-02 -0,63 0,65 63,36 -  

ENSG00000251088 RP11-325B23.2 lincRNA 1,5E-04 -0,63 0,65 454,27 -  

ENSG00000283554 RP11-413N19.2 lincRNA 4,2E-02 -0,63 0,65 28,11 -  

ENSG00000235947 EGOT lincRNA 7,1E-03 -0,59 0,66 60,29 Dysregulated in many cancers (Du et al., 2013; 
Wu et al., 2019) 
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