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soPHa :

Alpha helix  (Hh) : 255 is 46.96%
31 helix (6g) :  ©0is o0.00%
Pi helix (1i) ©is  0.00%
Beta bridge  (8b) 0is  0.00%
Extended strand (Ee) 61is 11.23%
Beta turn () 20 is  3.68%
Bend region  (S5) 0is  0.00%
Random coil ~ (Cc) : 207 s 38.12%
Ambiguous states (2) 0is  0.00%

Other states 0is 0.00%
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