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Taxonomic remarks
The polychaete Chaetozone setosa, which has been regarded as a bioindicator of “slight to pronounced unbalanced situations” (Borja et al., 2000; Teixeira et al., 2016) in ecological assessment schemes, is a telling example of taxa that have been revised following DNA studies. Grosse et al. (2020, 2021) found that Chaetozone setosa is a complex of cryptic species and have recently provided some of those that are still marked as C. setosa in BOLD with new names. Sequences in BOLD:ACZ4936 should now refer to Chaetozone pseudosetosa and BOLD:ACV1642 to Chaetozone monteverdii. We detected what is believed to be the genuine C. setosa (Grosse et al., 2021), and which was originally described from Svalbard and corresponds to Chaetozone sp. MG8 in Grosse et al. (2020). Genuine C. setosa sequences from Svalbard and the White Sea are in currently in BOLD:AAB5820. The most similar bin, BOLD:AAB5819, is 4.8 % dissimilar and contains two clusters named C. setosa from Nunavut and British Columbia (Hardy et al., 2010; Carr et al., 2011). Three additional of our OTUs where returned with 100 % match to private sequences from the White Sea, also identified as C. setosa. However, these sequences do not cluster with any other Chaetozone. We suspect they are misidentified morphologically, but treat them provisionally as Chaetozone WS in this paper. Another OTU is matching Pacific sequences filed as Chaetozone sp. They cluster as sisters to Tharyx sp. in BOLD:AAB0838 (Carr et al., 2011; Hardy et al., 2010) and perhaps may refer to one of the Arctic species described by Blake (2015). Yet another set of “C. setosa” sequences in BOLD are collections from Shandong, China. We suspect they may perhaps be misidentified Aphelochaeta. 

A recent revision (Meißner et al., 2020) points out that several CO1 barcodes assigned to Pholoe baltica in public databases are actually P. assimilis. Our BOLD search returned the latter identification, but GenBank matched the former misidentification. 

The 100% similarity hit on Cossura pygodactylata refers to two private sequences from the Arctic. However, the confusion of C. pygodactylata and C. longocirrata may also have affected barcodes in BOLD, because the species do not cluster monophyletically.  

Our sequences that gave 100 % match to Alaskan Leitoscoloplos pugettensis CMC03 (Carr et al., 2011; Hardy et al., 2010) may be misidentified because sequences with the same name are in several different clusters and BOLD appears to have a mixed complex of Scoloplos and Leitoscoloplos species that need to be critically revised. 

Our identification of the bivalve Serripes groenlandicus is matching sequences in BOLD:ADO0464, which also contains N. Pacific Serripes laperousii (Layton et al., 2014). This warrants further examination of the relationship between the two. It should be noted that the sequences in this bin are short. Other Serripes groenlandicus are in two different bins, BOLD:AAH9554 and BOLD:AAH9554. A third Arctic species, Serripes notabilis, has no labelled sequences. We also detected the bivalve Adontorhina (Barry & Mccormack, 2007), a species that was originally barcoded from specimens collected by Mareano at Svalbard. 
Matching sequences of the bivalves Yoldiella frigida and Yoldiella nana refer to specimens barcoded for BOLD by the University Museum of Bergen. The former species is in bin BOLD:AAO3807 and vouchers are from Svalbard. The bin also holds specimens from the Canadian Arctic identified to Y. nana. We suspect this is a misidentification.  Our Y. nana references are from N. Atlantic and the sequences are in bin BOLD:AEN6973.
Strongylocentrotus droebachiensis and S. pallidus (Echinoidea) were both DNA-detected, the latter in both fjords studied. The two species may be difficult to separate morphologically (Gagnon & Gilkinson, 1994) and have complex genetics (Norderhaug et al., 2016), although the Folmer region of CO1 seems to separate these species.
Nematodes are rarely identified in standard ecosystem surveys (Dell’Anno et al., 2015; Derycke et al., 2010) and metabarcoding has opened for such opportunities. Whereas van den Heuvel‑Greve et al. (2021) recorded 33 taxa of nematodes from Kongsfjord based on 18S amplicons, Somerfield et al. (2006) recorded 110 putative species from morphology. Our CO1 sequencing only identified two species, Terschellingia longicaudata and Parasphaerolaimus paradoxus. T. longicaudata is considered as a more or less cosmopolitan complex of cryptic species (Armenteros et al., 2009; Bhadury et al., 2008; Sahraean et al., 2017). Terschellingia distalamphida has been recorded from the North Atlantic (Portnova, 2009) and Terschellingia communis additionally from Kongsfjord (Aswathy et al., 2017). It is presently unclear how these records correspond with known CO1 sequences (Sahraean et al., 2017) and 18S sequences (Bhadury et al., 2008; van den Heuvel-Greve et al., 2021). P. paradoxus was originally described from the North Atlantic (Zograf et al., 2017), but it is somewhat disturbing that our DNA identification is based on a 95 % similarity match with specimens that were collected in the Yellow Sea. A potential candidate species for Svalbard waters is Parasphaerolaimus polaris (Zograf et al., 2017). However, the species is not represented with sequences in BOLD.

The hydroid Lafoea dumosa occur in three bins, of which one is a cluster of East Pacific specimens.

BOLD hit suggests Halcampa decemtentaculata (Anthozoa) for the sequences matching Halcampa chrysanthellum in GenBank. Morphological identifications by the Mareano team have recorded Halcampa arctica in these waters, but the species has not been barcoded. H. decemtentaculata is recorded in WORMS (2012-06-12) as a Pacific species whilst the other two are Arctic Atlantic. We provisionally handle this identification as Halcampa sp. 

According to Miranda et al. (2016), the cnidarian Lucernaria bathyphila is paraphyletic and needs critical systematic revision. Our sequences cluster with Lucernaria janetae and a sequence from the Faroe Islands. Lucernia quadricornis has been recorded from the region, but CO1 barcodes of the species have not been defined. 

It seems likely that our Bold hit on Plicatellopsis fragilis (Porifera) is actually Plicatellopsis bowerbanki. The former is known from Antarctica. The latter is Arctic and has its type locality at the North Cape Bank. Blastn identified the amplicons to Phakellia bowerbanki, which is currently an unaccepted name (van Soest et al., 2021).
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