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Receiver operating characteristic

k-fold cross validation
metabolites ROC (AUC = 0.99± 0.00)
taxonomy ROC (AUC = 0.99± 0.00)
merged ROC (AUC = 0.99± 0.00)

independent validation
metabolites ROC (AUC = 1.00)
taxonomy ROC (AUC = 1.00)
merged ROC (AUC = 1.00)


