
0

18

NA

N
A

SETD2
RET

PTPRD
MTOR

KIT
FLT1

EPHB1
EP300

ALK
JAK3

GRIN2A
ATM
APC
KDR

ATRX
NOTCH4

FAT1
BRCA2
KMT2A

CREBBP
RB1

BRCA1
TOP2A
LRP1B
CDK12
KMT2C

NF1
TP53

2%
2%
2%
2%
2%
2%
2%
2%
2%
2%
2%
2%
2%
2%
2%
3%
3%
3%
3%
3%
4%
4%
5%
5%
5%
6%
7%
92%

0 370

Nonsense_Mutation
Missense_Mutation
Frame_Shift_Del

Frame_Shift_Ins
Splice_Site
In_Frame_Del

In_Frame_Ins
Translation_Start_Site
Multi_Hit

Altered in 384 (95.52%) of 402 samples.
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Altered in 28 (93.33%) of 30 samples.
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