Supplemental Table S3. The performances of the Lipid + Virus, Lipid – Virus and Virus - Lipid prediction models. The "p-value (Random)" column include the result of comparing the performance of the model to the models based on random selected genes. The column labelled with the "Paired t-test p-value" include the result of comparing the performance of the corresponding prediction model to the performance of the Lipid or the Virus prediction model.

	Prediction model
	Median AUC
	Mean AUC
	Max AUC
	p-value (Random)
	Paired t-test p-value

	Lipid
	0,582
	0,528
	0,736
	< 0.01
	 

	Virus
	0,588
	0,525
	0,722
	< 0.01
	 

	Lipid + Virus
	0.590
	0.529
	0.745
	< 0.01
	0.408 (Lipid), 0.105 (Virus)

	Lipid - Virus
	0.550
	0.519
	0.724
	0.01
	0.107 (Lipid)

	Virus - Lipid
	0.511
	0.507
	0.675
	0.16
	0.102 (Virus)

	
	
	
	
	
	



