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	Category
	ID
	Description
	pvalue

	KEGG_PATHWAY
	hsa04080
	Neuroactive ligand-receptor interaction
	5.63E-05

	KEGG_PATHWAY
	hsa04742
	Taste transduction
	0.001914

	KEGG_PATHWAY
	hsa04972
	Pancreatic secretion
	0.004025

	KEGG_PATHWAY
	hsa00430
	Taurine and hypotaurine metabolism
	0.005494

	KEGG_PATHWAY
	hsa04024
	cAMP signaling pathway
	0.007434

	KEGG_PATHWAY
	hsa04540
	Gap junction
	0.012952

	KEGG_PATHWAY
	hsa00600
	Sphingolipid metabolism
	0.014045

	KEGG_PATHWAY
	hsa04657
	IL-17 signaling pathway
	0.016168

	KEGG_PATHWAY
	hsa04514
	Cell adhesion molecules
	0.01897

	KEGG_PATHWAY
	hsa04530
	Tight junction
	0.030624



