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1. Figure 1
Figure 1(b)

	The relative abundance of 
TSWV in Frankliniella occidentalis  

	
	
	

	CK
	ds-EGFP
	ds-UBR7

	0.384757
	0.738167
	0.178256

	0.314693
	0.647081
	0.836257

	1.406411
	0.883939
	0.529249

	1.051186
	1.058498
	1.406411

	1.842952
	0.493807
	0.603748



Figure 1(d)
	
	The relative absorbance 
value in A450 nm 

	
	
	
	

	
	CK
	ds-EGFP
	ds-UBR7

	
	2.615385
	2.430769
	0.123077

	
	5.123077
	2.507692
	0.138462

	
	3.692308
	3.030769
	0.107692

	
	5.307692
	2.753846
	0.046154

	
	4.076923
	2.307692
	0.184615

	
	5.030769
	2.953846
	0.692308

	
	2.338462
	3.461538
	0.676923

	
	2.892308
	1.892308
	0.8

	
	3.276923
	2.138462
	0.230769







2. Figure 5

	Figure 5(a)
	The relative UBR7 gene expression  
in Frankliniella occidentalis

	
	
	
	
	
	

	
	L1s
	L2s
	Pupea
	Female 
adults
	Male 
adults

	
	0.525147
	0.156127
	0.901747
	3.865873
	2.235805

	
	0.341698
	0.108879
	0.607432
	2.991345
	2.235805

	
	0.463549
	1.395512
	0.155049
	2.849669
	4.230401

	
	2.363286
	0.473289
	0.104443
	3.075443
	3.892763

	
	0.24499
	0.628853
	0.339338
	2.568266
	1.385872

	
	0.111167
	0.295411
	1.694423
	2.267016
	1.5271

	
	2.950162
	1.293065
	1.718077
	4.726573
	2.771745



	Figure 5(b)
	The relative protein expression of UBR7  
in Frankliniella occidentalis 

	
	
	
	
	
	

	
	L1s
	L2s
	Pupae
	Female 
adults
	Male 
adults

	
	0.846415
	1.146728
	0.737097
	3.739083
	3.566726

	
	0.937832
	1.021018
	0.832213
	3.559924
	3.518161

	
	1.215753
	1.003034
	0.908529
	3.686845
	3.738539




	Figure 5(c)
	The relative gene expression of UBR7  
in Frankliniella occidentalis 

	
	♀V-
	♂V-
	♀V+
	♂V+

	
	0.239409
	1.534266
	1.811957
	1.738145

	
	1.678937
	0.531281
	4.916216
	2.281247

	
	1.178987
	2.293496*
	2.246296
	1.56548

	
	0.577362
	0.881204
	1.523668
	1.338575

	
	1.354301
	1.4616
	1.750235
	1.284707

	
	0.971003
	0.655823
	0.851187
	1.0226




	Figure 5(d)
	The relative protein expression of UBR7  
in Frankliniella occidentalis 

	
	♀V-
	♂V-
	♀V+
	♂V+

	
	1.403776
	1.555765
	3.365602
	3.538077

	
	0.759003
	0.741723
	1.649713
	1.047321

	
	0.837221
	0.744198
	2.653087
	2.772453




	Figure 5(e)
	The relative gene expression of UBR7  
in Frankliniella occidentalis 

	
	Head
	Thorax
	Abdomen

	
	0.696072
	14.79777
	4.048278

	
	1.372978
	15.75031
	3.573427

	
	0.509554
	15.2138
	3.725175

	
	1.421396
	14.59405
	3.26551




	Figure 5(f)
	The relative protein expression of UBR7  
in Frankliniella occidentalis 

	
	Head
	Thorax
	Abdomen

	
	1.055116
	3.460293
	1.12844

	
	0.921205
	3.33855
	0.989763

	
	1.02368
	2.636569
	1.237866








3. Figure 6
	Figure 6(a)
	The relative gene expression of UBR7  
in Frankliniella occidentalis 

	
	
	
	

	
	CK
	ds-EGFP
	ds-UBR7

	
	0.415524
	0.797194
	1.14314

	
	0.797194
	1.436943
	0.326013

	
	0.312733
	0.587639
	0.448029

	
	0.73867
	0.559807
	0.464259

	
	1.322257
	0.76472
	0.145895

	
	1.175279
	1.427017
	0.554623

	
	1.639212
	1.2861
	0.212127

	
	1.599131
	0.808322
	0.436943



	Figure 6(b)
	The survival rate 
of Frankliniella occidentalis (%)

	
	
	
	

	
	CK
	ds-EGFP
	ds-UBR7

	
	0.888888889
	0.875
	0.8

	
	0.833333333
	0.83333
	0.761904762

	
	0.941176471
	0.89474
	0.772727273




4. Figure 7
Figure 7(b)
	The relative gene expression of UBR7 in Frankliniella occidentalis 

	
	
	
	
	
	
	
	
	
	

	Time
	CK
	ds-EGFP
	ds-UBR7

	0h
	0.809176
	1.038517
	1.152307
	1.152307
	1.351466
	0.765527
	0.91037
	1.03852
	0.781612

	6h
	1.003141
	0.814804
	0.904082
	1.120797
	0.814804
	1.113055
	0.51211
	0.75499
	0.69473

	12h
	0.996212
	0.891635
	1.176519
	1.003141
	0.975711
	0.989331
	0.448918
	0.53757
	0.519259

	24h
	0.935964
	1.082619
	1.296413
	0.826178
	1.428524
	0.867253
	0.124527
	0.19951
	0.266928

	48h
	0.989331
	0.843538
	1.02422
	1.176519
	1.003141
	1.07514
	0.340217
	0.45519
	0.415962

	72h
	0.754988
	1.017145
	1.176519
	1.243602
	1.010119
	1.097731
	0.533857
	0.98933
	0.749773

	96h
	0.809176
	1.060339
	1.33286
	0.814804
	0.760239
	1.33286
	1.176519
	1.26096
	0.609005


Figure 7(c)
	The relative abundance of TSWV in Frankliniella occidentalis  

	
	
	
	
	
	
	
	
	
	

	Time
	CK
	ds-EGFP
	ds-UBR7

	0h
	0.909261
	1.001919
	1.08882
	1.158908
	1.216525
	1.044466
	0.80819
	0.83091
	1.199777

	6h
	0.915585
	0.80819
	1.081299
	1.135058
	0.713391
	0.860213
	0.9813
	0.92195
	0.896743

	12h
	0.896743
	1.224987
	1.32204
	0.915585
	1.066413
	0.884397
	0.69871
	0.94133
	0.621043

	24h
	0.791557
	1.191489
	1.250726
	0.764594
	1.015905
	1.030087
	0.54441
	0.41259
	0.406906

	48h
	1.312908
	0.954466
	0.813811
	0.830911
	1.10402
	0.775267
	0.612493
	0.45779
	0.487261

	72h
	1.378181
	0.733448
	1.285889
	0.754068
	1.208122
	1.135058
	0.674909
	0.78066
	0.764594

	96h
	0.802607
	0.90298
	1.166969
	1.158908
	0.890548
	1.191489
	0.878288
	0.95447
	0.522233
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