Table S3. Nucleotide composition analysis in the coding sequences of 13 mitochondrial
genes from different mitochondrial genome of five Japanagallia species.

ATP6 genes
CcPS. A T G C Tota A3 T3 G3 C3 AT GC GCl GC2 GC3 AT3 GCI2
NO. % % % % bp % % % % % % % % % % %
1 3419 4351 1405 824 74000 3618 41.06 1341 935 7275 2230 2877 3470 2276 7724 31.74
2 3541 4284 1392 7.84 74000 3293 47.15 1098 894 7824 2176 2615 33.03 1992 80.08 29.59
3 3559 4263 1380 7.98 739.00 39.02 4065 1260 7.72 7821 2179 26.15 32.57 2033 79.67 29.36
4 3459 4392 1351 797 74000 3293 4512 1341 854 7851 2149 2648 3425 2195 7805 3037
5 3306 4291 1538 864 74100 3279 4332 1579 810 7598 2402 2831 3196 2389 7611 30.14
Mean 3457 43.16 1414 8.14 3477 4346 1324 853 7674 2227 2717 3330 2177 7823 30.24
SD 091 048 065 028 248 245 156 058 219 091 113 103 148 148  0.83
ATPS8 genes
CcpS. A T G C Total A3 T3 G3 C3 AT GC GCl GC2 GC3 AT3 GCI2
NO. % % % % bp % % % % % % % % % % %
I 4641 3595 588 1176 153.00 49.02 3922 392 7.84 8235 17.65 1569 2549 1176 8824 20.59
2 4902 3399 458 1242 153.00 5686 3333 000 9.80 83.01 1699 1569 2549 9.80 90.20 20.59
34902 3333 392 1373 153.00 5882 3333 000 7.84 8235 1765 1176 3333 7.84 92.16 2255
4 5033 3529 392 1046 153.00 58.82 3333 000 7.84 8562 1438 9.80 2549 7.84 92.16 17.65
5 4641 3529 523 1307 153.00 5294 3333 000 1373 8170 1830 1569 2549 1373 8627 20.59
Mean 4824 3477 471 1229 5529 3451 078 941 8301 1699 1373 27.06 1020 89.80 20.39
SD 157 096 076 1.12 380 235 157 229 137 137 248 314 229 229 157
COX1 genes
cps. A T G C Total A3 T3 G3 C3 AT GC GCl GC2 GC3 AT3 GCI2
NO. % % % % bp % % % % % % % % % % %
1 31.84 3620 14.58 17.38 1536.00 43.75 3828 5.27 1270 68.03 3197 39.06 3887 1797 82.03 3896
2 33.66 3549 13.70 17.16 1533.00 48.14 3562 294 1331 69.15 30.85 37.57 3875 1624 83.76 38.16
3 33.01 3653 1429 16.18 1533.00 45.79 37.57 528 1135 69.54 3046 3620 3855 16.63 8337 3738
4 33.01 3691 14.00 16.08 1536.00 4492 40.82 4.69 957 69.92 30.08 3730 38.67 1426 8574 3799
5 3197 3581 14.84 17.38 1536.00 4297 36.72 6.84 1348 67.77 3223 37.89 3848 2031 79.69 38.18
Mean 32.69 36.19 1428 16.84 45.11 37.80 5.00 12.08 6888 31.12 37.61 38.66 17.08 82.92 38.13
SD 069 051 041 058 180 175 126 146 084 084 092 014 201 201 0.5l




COX2 genes

CDS. A T G C Total A3 T3 G3 C3 AT GC GC1 GC2 GC3 AT3 GC12
NO. % % % %  bp % % % % % % % % % % %
1 36.82 3284 1237 1797 679.00 4735 3142 6.64 6.64 69.66 3034 36.12 33.63 1327 7876 34.88
2 38.88 3432 1046 1635 679.00 5044 3628 1.77 1.77 7320 2680 3348 33.63 3.54 86.73 33.55
3 40.21 34.02 9.87 1591 679.00 53.10 34.07 0.88 0.88 74.23 2577 32.16 3230 177 87.17 32.23
4 3932 3343 972 1753 679.00 54.87 3097 133 133 7275 2725 3568 3186 2.65 8584 33.77
5 38.00 3476 10.75 16.49 679.00 50.00 3628 2.65 265 7275 2725 3480 33.19 531 8628 33.99
Mean 38.65 3387 10.63 16.85 51.15 33.81 265 2.65 7252 2748 3445 3292 531 8496 33.68
SD 1.16  0.67  0.95 0.77 260 228 2.08 208 1.53 1.53 146 072 415 3.13 0.86
COX3 genes
CDS. A T G C Total A3 T3 G3 C3 AT GC GC1 GC2 GC3 AT3 GC12
NO. % % % % bp % % % % % % % % % % %
1 3538 3538 12.69 16.54 780.00 4692 3346 6.15 1346 70.77 29.23 3231 3577 19.62 80.38 34.04
2 3756 3526 1090 16.28 780.00 51.54 3500 1.54 1192 72.82 27.18 3231 3577 1346 86.54 34.04
3 36.28 36.54 12.18 15.00 780.00 4846 36.15 5.38 10.00 72.82 27.18 30.77 3538 1538 84.62 33.08
4 36.79 35.13 12.05 16.03 780.00 50.77 31.15 4.62 1346 7192 28.08 30.38 35.77 18.08 81.92 33.08
5 3731 34.10 11.28 17.31 780.00 5192 28.08 2.69 17.31 7141 2859 3038 3538 20.00 80.00 32.88
Mean 36.67 3528 11.82 16.23 4992 3277 4.08 1323 7195 28.05 3123 3562 1731 8269 3342
SD 0.78  0.78  0.65 0.75 192 288 1.71 240 08 080 089 0.19 252 252 0.51
CYTB genes
CDS. A T G C Total A3 T3 G3 C3 AT GC GC1 GC2 GC3 AT3 GC12
NO. % % % % bp % % % % % % % % % % %
1 3588 36.68 11.61 15.83 1137.00 48.55 3826 3.17 10.03 72.56 27.44 34.04 3509 13.19 86.81 34.56
2 36.07 35.15 11.29 1749 1098.00 49.18 33.61 191 1530 71.22 2878 3333 3579 1721 8279 3456
3 38.08 3228 1143 18.21 1137.00 5330 2691 3.69 16.09 7036 29.64 3456 3456 19.79 8021 3456
4 37.64 3580 10.99 15.57 1137.00 5145 3456 2.64 1135 7344 2656 3087 3483 1398 86.02 32.85
5 36.68 33.07 11.79 1847 1137.00 50.40 2823 422 17.15 69.74 3026 3509 3430 2137 78.63 3470
Mean 36.88 3459 1142 17.11 50.58 3231 3.13 1397 71.46 2854 3358 3492 17.11 82.89 34.25
SD 0.86 1.66  0.27 1.20 1.69 419 0.80 2.79 1.37 1.37 1.47  0.51 3.18 3.18 0.70




ND1 genes

CDS. A T G C Total A3 T3 G3 C3 AT GC GC1 GC2 GC3 AT3 GC12
NO. % % % % bp % % % % % % % % % % %

1 22.08 5223 16.14 9.55 942.00 2325 5987 13.06 3.82 7431 2569 2739 3280 16.88 83.12 30.10
2 23.07 5280 15.77 836 94500 26.03 60.00 10.79 3.17 75.87 24.13 26.03 3238 1397 86.03 29.21
3 2261 5350 1529 8.60 942.00 2420 6210 11.46 223 76.11 23.89 2548 3248 13.69 8631 2898
4 23.15 54.13 1490 7.82 933.00 24.44 63.02 1093 1.61 77.28 22.72 23.15 3248 12.54 8746 27381
5 2197 5255 1677 870 942.00 2293 5892 13.69 446 7452 2548 26.11 32.17 18.15 &1.85 29.14
Mean  22.58 53.04 15.77 8.61 2417 60.78 1199 3.06 75.62 2438 25.63 3246 15.05 8495 29.05
SD 049 0.69 0.65 0.56 1.09 1.53 1.17 1.03 1.09 1.09 1.39  0.21 2.11 2.11 0.73
ND2 genes

CDS. A T G C Total A3 T3 G3 C3 AT GC GC1 GC2 GC3 AT3 GC12
NO. % % % % bp % % % % % % % % % % %

1 3932 3798 8.88 13.83 969.00 5046 3127 6.19 12.07 7730 2270 2198 27.86 1827 81.73 2492
2 41.28 3849 857 11.66 969.00 54.18 3344 433 8.05 79.77 2023 2136 2693 1238 87.62 24.15
3 41.69 38.60 8.46 11.25 969.00 53.87 3344 588 6.81 80.29 19.71 19.20 2724 12.69 87.31 23.22
4 41.59 3942 8.05 1094 969.00 54.80 3591 3.72 557 81.01 1899 18.89 28.79 9.29 90.71 23.84
5 3922 3839 9.70 12.69 969.00 51.08 3251 6.50 991 77.61 2239 2198 2879 1641 8359 2539
Mean 40.62 3858 8.73 12.07 52.88 3331 533 848 79.20 20.80 20.68 2793 13.81 86.19 24.30
SD 1.11 0.47 0.55 1.06 1.76 1.52 1.10 230 1.48 1.48 .36 0.77  3.17  3.17 0.77
ND3 genes

CDS. A T G C Total A3 T3 G3 C3 AT GC GC1 GC2 GC3 AT3 GC12
NO. % % % % bp % % % % % % % % % % %

1 37.57 37.57 9.32 1554 354.00 46.61 2881 6.78 17.80 75.14 2486 2458 2542 2458 7542 25.00
2 3894 3978 8.12 13.17 357.00 5126 3529 1.68 11.76 78.71 2129 2437 26.05 1345 8655 2521
3 4294 38.14 734 11.58 354.00 5847 3136 2.54 7.63 81.07 1893 21.19 2542 10.17 89.83 2331
4 3927 3983 791 1299 354.00 50.00 38.14 3.39 8.47 79.10 2090 2458 2627 11.86 88.14 2542
5 37.01 3898 847 1554 354.00 4831 28.81 508 1780 7599 2401 2627 2288 2288 77.12 2458
Mean 39.14 3886 8.23 13.76 5093 3249 389 12,69 78.00 22.00 2420 2521 16.59 8341 2470
SD 2.07  0.89 0.66 1.55 4.09 3,69 183 439 216 216 1.65 1.21 5.95 5.95 0.75




ND4 genes

CDS. A T G C Total A3 T3 G3 C3 AT GC GC1 GC2 GC3 AT3 GC12
NO. % % % % bp % % % % % % % % % % %

1 2354 54.14 1359 8.73 1317.00 23.69 61.05 9.79 547 77.68 2232 2301 2870 1526 84.74 25.85
2 2332 5497 1353 8.18 1308.00 2339 6330 940 390 7829 21.71 2339 2844 1330 86.70 2592
3 2324 5566 1330 7.80 1308.00 24.77 6330 872 321 7890 21.10 21.33 30.05 1193 88.07 25.69
4 2445 5452 13.06 7.97 1317.00 2733 6196 7.52 3.19 7897 21.03 2255 29.84 10.71 89.29 26.20
5 23.16 5421 1420 843 1317.00 2346 61.50 11.16 3.87 77.37 22.63 24.15 2870 1503 8497 2642
Mean 23.54 5470 1354 8.22 2453 6222 932 393 7824 2176 2289 29.15 1325 86.75 26.02
SD 047 056 038 033 149  0.93 1.20 0.83 0.64 0.64 094 0.66 1.76 1.76 0.26
NDA4L genes

CDS. A T G C Total A3 T3 G3 C3 AT GC GC1 GC2 GC3 AT3 GC12
NO. % % % % bp % % % % % % % % % % %

1 23.19 55.07 1630 543 276.00 25.00 58.70 1522 1.09 7826 21.74 27.17 21.74 1630 83.70 24.46
2 26.09 5543 1196 6.52 276.00 32.61 60.87 435 2.17 81.52 1848 27.17 21.74 6.52 9348 2446
3 23.61 5625 13.89 6.25 288.00 26.04 6146 1146 1.04 79.86 20.14 26.04 2188 1250 87.50 23.96
4 2572 55.07 13.41 5.80 276.00 2935 59.78 9.78 1.09 80.80 19.20 25.00 21.74 10.87 89.13 23.37
5 2246 5471 1486 7.97 276.00 20.65 60.87 13.04 543 77.17 2283 2826 21.74 1848 8152 25.00
Mean 2421 5532 14.08 6.39 26.72 6034 10.78 2.16 79.52 2048 26.73 21.77 1293 87.07 24.25
SD 1.43 0.52 145 0.87 4.05 0.98 3.68 1.69 1.60 1.60 1.11 0.05 419 4.19 0.55
NDS genes

CDS. A T G C Total A3 T3 G3 C3 AT GC GC1 GC2 GC3 AT3 GC12
NO. % % % % bp % % % % % % % % % % %

1 2521 5299 1350 8.30 167400 2634 6022 9.14 430 7820 21.80 22.04 2993 1344 86.56 2599
2 2545 52.63 13.80 8.12 167400 2581 60.04 9.86 430 78.08 2192 22.04 2957 14.16 8584 2581
3 2479 5341 1356 824 1674.00 2545 61.11 8.78 4.66 7820 21.80 21.51 3047 1344 86.56 2599
4 26.11 5358 12.60 7.71 1674.00 2849 62.01 6.63 287 79.69 2031 2258 28.85 9.50 90.50 25.72
5 25.09 53.17 1326 8.48 1674.00 2545 6201 842 4.12 7826 21.74 2276 2993 1254 8746 2634

Mean 2533 53.15 1335 8.17 2631 61.08 8.57 4.05 7848 2152 2219 29.75 12.62 8738 2597

SD 044 033 041 0.26 1.14 084 1.08 062 0.61 0.61 044  0.53 1.64 1.64 0.22




ND6 genes

CDS. A T G C Total A3 T3 G3 C3 AT GC GC1 GC2 GC3 AT3 GC12
NO. % % % % bp % % % % % % % % % % %

1 46.30 3560 741 10.70 486.00 59.88 3025 247 741 8189 1811 21.60 2284 988 90.12 2222
2 46.51 3295 736 13.18 516.00 5756 2791 4.65 9.88 7946 20.54 2326 2384 1453 8547 23.55
3 4733 3498 6.79 1091 486.00 6296 2901 1.85 6.17 8230 17.70 2222 2284 802 9198 2253
4 4753 3395 8.02 1049 486.00 6358 27.16 432 494 8148 1852 2284 2346 926 90.74 23.15
5 4691 3230 8.64 12.14 486.00 6235 2407 3.70 9.88 7922 20.78 27.16 21.60 13.58 86.42 24.38

Mean 4691 3394 7.64 11.50 6122 27.68 341 7.68 8087 19.13 2342 2292 11.06 88.94 23.17

SD 047 122 0.63 1.02 224 208 1.07 1.98 1.28 1.28 195 076 254 254 0.76




