A High (n=181) v/s Low (n = 154) High
o AP_22:8q24.21 126

. AP_21:8g22.2 116
e AP_20:8¢21.13 103
. DP_8:4g22.1 101
—— AP 15:7g21.2 93
R — DP_20:9p23 108
—e— DP 21:9p23 105
. DP_33:18q21.2 98
. AP 13:7p22.1 99
. AP_52:20q13.2 131
— AP_51:20q13.12 129
. AP 14:7p11.2 97
—— DP _32:17p12 92
. DP_29:16q23.1 94
e | AP_53:20q13.32 130
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Odds ratio with 95% ClI
(1 = no effect, < 1 High has more mutants)

B High (n = 166) vis Low (n = 149) High

® > MUC16 42

® ZFHX4 23

B S ARID1A 37

® PCLO 29

— e TTN 89

B S CSMD3 40

—_—— TP53 79

I — OBSCN 29

—_— LRP1B 47

———— HMCN1 29

——— SYNE1 44

—— FLG 40

— CSMD1 32

—— FAT4 37

| _.I— | | DNAH5 33
0 1 2 3

Odds ratio with 95% CI
(1 = no effect, < 1 High has more mutants)

Low

125
116
103
71
65
81
79
73
77
116
114
79
81
78
112

Low

63
34
47
39
92
46
81
34
51
33
47
33
31
31
28

OR

1.878
1.708
1.527
0.678
0.692
0.751
0.763
0.764
0.829
1.165
1.148
0.912
1.073
0.95

1.046

OR

2.157
1.835
1.604
1.672
1.395
1.405
1.311
1.395
1.316
1.343
1.277
0.896
1.1
0.916
0.933

P-value

*

*

NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS

P-value

*%

*

NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS



