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CBS 102373_TEF_scaffold_25:78055-78488
CATCGAGAAGTTCGAGAAGGTCAGTTGCCTCACACTTTCTTTGAGCGCAGGGCGGCGGCTCGCTCGTTGCGCCTCLACTTGGGCCCACTCGCTCGAGGGGCATTTTCTGGTGG
GGTCGGGCTGCGCTAAGCTGCTTTGGCGCTCGGTTATATGACCCGATGCAGCATTTTTTTGCGCCCGACCGACALCTCTGCTCACCTCACCTCGGTCGCATCGCAACGAAAAATTT
CGCTAACGCCCTCGCAGGAAGCCGCTGAGCTCGGCAAGGGTTCCTTCAAGTACGCCTGGGTCCTTGACAAGUTGAAGGCTGAGCGTGAGCGTGGTATCACCATCGACATTGCT
CTCTGGAAGTTCGAGACCCCGAAGTACTATGTCACCGTCATTGACGCCCCCGGCCACCGTGACTTCATCAAGAACATGATCACTGGTACTTCC

Supplemental information 7: Genomic variations present in the P. paracitricarpa isolates in the tef1 locus. Read alighments of the strains belonging to the P. citricarpa and P.

paracitricarpa populations were checked using the Integrative Genomics Viewer (IGV).



