
>CBS 102373_TEF_scaffold_25:78055-78488
CATCGAGAAGTTCGAGAAGGTCAGTTGCCTCACACTTTCTTTGAGCGCAGGGCGGCGGCTCGCTCGTTGCGCCTCCACTTGGGCCCACTCGCTCGAGGGGCATTTTCTGGTGG
GGTCGGGCTGCGCTAAGCTGCTTTGGCGCTCGGTTATATGACCCGATGCAGCATTTTTTTGCGCCCGACCGACACTCTGCTCACCTCACCTCGGTCGCATCGCAACGAAAAATTT
CGCTAACGCCCTCGCAGGAAGCCGCTGAGCTCGGCAAGGGTTCCTTCAAGTACGCCTGGGTCCTTGACAAGCTGAAGGCTGAGCGTGAGCGTGGTATCACCATCGACATTGCT
CTCTGGAAGTTCGAGACCCCGAAGTACTATGTCACCGTCATTGACGCCCCCGGCCACCGTGACTTCATCAAGAACATGATCACTGGTACTTCC

Primer-EF1-728F 

(CATCGAGAAGTTCGAGAAGG)
Primer- EF2 

(GGA(G/A)GTACCAGT(G/C)ATCATGTT) RE

Deletions in some of 

the P. paracitricarpa

Supplemental information 7: Genomic variations present in the P. paracitricarpa isolates in the tef1 locus. Read alignments of the strains belonging to the P. citricarpa and P. 
paracitricarpa populations were checked using the Integrative Genomics Viewer (IGV)．


