
Supplementary data 1. Best-fit substitution model for each gene 
selected with ModelFinder.

atp6: mtInv+F+R6
atp8: mtZOA+F+R5
cox3: mtZOA+R6
cox2: mtZOA+F+R6
cox1: mtZOA+R5
cytb: mtZOA+R6
nad1: mtART+R6
nad2: mtInv+F+R7
nad3: mtMet+I+G4
nad4l: mtMet+I+G4
nad4: mtInv+F+R7
nad5: mtInv+F+R7
nad6: mtInv+F+I+G4

    
    
    
    
    
    
    
    
    
    
    
    
    


